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<210> 1 
<211> 1860 
<212> DNA 

<213> Arabidopsis thaliana 

<220> 
<221> CDS 

<222> (109) . . (1680) 
<400> 1 

acaaaaggaa ataattagat tcctctttct gcttgctata ccttgataga acaatataac 60 

aatggtgtaa gtcttctcgc tgtattcgaa attatttgga ggaggaaa atg gag tgt 117 

Met Glu Cys 
1 

gtt ggg get agg aat ttc gca gca atg gcg gtt tea aca ttt ccg tea 165 
Val Gly Ala Arg Asn Phe Ala Ala Met Ala Val Ser Thr Phe Pro Ser 
5 10 15 

tgg agt tgt cga agg aaa ttt cca gtg gtt aag aga tac age tat agg 213 
Trp Ser Cys Arg Arg Lys Phe Pro Val Val Lys Arg Tyr Ser Tyr Arg 
20 25 30 35 

aat att cgt ttc ggt ttg tgt agt gtc aga get age ggc ggc gga agt 2 61 
Asn lie Arg Phe Gly Leu Cys Ser Val Arg Ala Ser Gly Gly Gly Ser 
40 45 50 

tec ggt agt gag agt tgt gta gcg gtg aga gaa gat ttc get gac gaa 309 
Ser Gly Ser Glu Ser Cys Val Ala Val Arg Glu Asp Phe Ala Asp Glu 
55 60 65 

gaa gat ttt gtg aaa get ggt ggt tct gag att eta ttt gtt caa atg 3 57 
Glu Asp Phe Val Lys Ala Gly Gly Ser Glu lie Leu Phe Val Gin Met 
70 75 80 



cag cag aac aaa gat atg gat gaa cag tct aag ctt gtt gat aag ttg 405 
Gin Gin Asn Lys Asp Met Asp Glu Gin Ser Lys Leu Val Asp Lys Leu 
85 90 95 

cct cct ata tea att ggt gat ggt get ttg gat cat gtg gtt att ggt 453 
Pro Pro lie Ser lie Gly Asp Gly Ala Leu Asp His Val Val lie Gly 
100 105 110 115 

tgt ggt cct get ggt tta gec ttg get gca gaa tea get aag ctt gga 501 
Cys Gly Pro Ala Gly Leu Ala Leu Ala Ala Glu Ser Ala Lys Leu Gly 
120 125 130 

tta aaa gtt gga etc att ggt cca gat ctt cct ttt act aac aat tac 549 
Leu Lys Val Gly Leu lie Gly Pro Asp Leu Pro Phe Thr Asn Asn Tyr 
135 140 145 

ggt gtt tgg gaa gat gaa ttc aat gat ctt ggg ctg caa aaa tgt att 597 
Gly Val Trp Glu Asp Glu Phe Asn Asp Leu Gly Leu Gin Lys Cys lie 
150 155 160 

gag cat gtt tgg aga gag act att gtg tat ctg gat gat gac aag cct 645 
Glu His Val Trp Arg Glu Thr lie Val Tyr Leu Asp Asp Asp Lys Pro 
165 170 175 

att acc att ggc cgt get tat gga aga gtt agt cga cgt ttg etc cat 693 
He Thr He Gly Arg Ala Tyr Gly Arg Val Ser Arg Arg Leu Leu His 
180 185 190 195 

gag gag ctt ttg agg agg tgt gtc gag tea ggt gtc teg tac ctt age 741 
Glu Glu Leu Leu Arg Arg Cys Val Glu Ser Gly Val Ser Tyr Leu Ser 
200 205 210 



teg aaa gtt gac age ata aca gaa get tct gat ggc ctt aga ctt gtt 
Ser Lys Val Asp Ser He Thr Glu Ala Ser Asp Gly Leu Arg Leu Val 
215 220 225 



aga gtc tgt gtg caa act gca tac ggc gtg gag gtt gag gtg gaa aat 
Arg Val Cys Val Gin Thr Ala Tyr Gly Val Glu Val Glu Val Glu Asn 
260 265 270 275 



789 



get tgt gac gac aat aac gtc att ccc tgc agg ctt gee act gtt get 837 

Ala Cys Asp Asp Asn Asn Val He Pro Cys Arg Leu Ala Thr Val Ala 

230 235 240 

tct gga gca get teg gga aag etc ttg caa tac gaa gtt ggt gga cct 885 

Ser Gly Ala Ala Ser Gly Lys Leu Leu Gin Tyr Glu Val Gly Gly Pro 

245 250 255 



933 



agt cca tat gat cca gat caa atg gtt ttc atg gat tac aga gat tat 981 
Ser Pro Tyr Asp Pro Asp Gin Met Val Phe Met Asp Tyr Arg Asp Tyr 
280 285 290 

act aac gag aaa gtt egg age tta gaa get gag tat cca acg ttt ctg 1029 
Thr Asn Glu Lys Val Arg Ser Leu Glu Ala Glu Tyr Pro Thr Phe Leu 
295 300 305 



3 



tac gcc atg cct atg aca aag tea aga etc ttc ttc gag gag aca tgt 1077 
Tyr Ala Met Pro Met Thr Lys Ser Arg Leu Phe Phe Glu Glu Thr Cys 
310 315 320 

ttg gcc tea aaa gat gtc atg ccc ttt gat ttg eta aaa acg aag etc 1125 
Leu Ala Ser Lys Asp Val Met Pro Phe Asp Leu Leu Lys Thr Lys Leu 
325 330 335 

atg tta aga tta gat aca etc gga att cga att eta aag act tac gaa 1173 
Met Leu Arg Leu Asp Thr Leu Gly lie Arg lie Leu Lys Thr Tyr Glu 
340 345 350 355 

gag gag tgg tec tat ate cca gtt ggt ggt tec ttg cca aac ace gaa 1221 
Glu Glu Trp Ser Tyr lie Pro Val Gly Gly Ser Leu Pro Asn Thr Glu 
360 365 370 

caa aag aat etc gcc ttt ggt get gcc get age atg gta cat ccc gca 12 69 
Gin Lys Asn Leu Ala Phe Gly Ala Ala Ala Ser Met Val His Pro Ala 
375 380 385 

aca ggc tat tea gtt gtg aga tct ttg tct gaa get cca aaa tat gca 1317 
Thr Gly Tyr Ser Val Val Arg Ser Leu Ser Glu Ala Pro Lys Tyr Ala 
390 395 400 

tea gtc ate gca gag ata eta aga gaa gag act ace aaa cag ate aac 13 65 
Ser Val lie Ala Glu He Leu Arg Glu Glu Thr Thr Lys Gin He Asn 
405 410 415 

agt aat att tea aga caa get tgg gat act tta tgg cca cca gaa agg 1413 
Ser Asn He Ser Arg Gin Ala Trp Asp Thr Leu Trp Pro Pro Glu Arg 
420 425 430 435 

aaa aga cag aga gca ttc ttt etc ttt ggt ctt gca etc ata gtt caa 1461 
Lys Arg Gin Arg Ala Phe Phe Leu Phe Gly Leu Ala Leu He Val Gin 
440 445 450 

ttc gat acc gaa ggc att aga age ttc ttc cgt act ttc ttc cgc ctt 1509 
Phe Asp Thr Glu Gly He Arg Ser Phe Phe Arg Thr Phe Phe Arg Leu 
455 460 465 

cca aaa tgg atg tgg caa ggg ttt eta gga tea aca tta aca tea gga 1557 
Pro Lys Trp Met Trp Gin Gly Phe Leu Gly Ser Thr Leu Thr Ser Gly 
470 475 480 

gat etc gtt etc ttt get tta tac atg ttc gtc att tea cca aac aat 1605 
Asp Leu Val Leu Phe Ala Leu Tyr Met Phe Val He Ser Pro Asn Asn 
485 490 495 

ttg aga aaa ggt etc ate aat cat etc ate tct gat cca acc gga gca 1653 
Leu Arg Lys Gly Leu He Asn His Leu He Ser Asp Pro Thr Gly Ala 
500 505 510 515 

acc atg ata aaa acc tat etc aaa gta tgatttactt atcaactctt 1700 
Thr Met He Lys Thr Tyr Leu Lys Val 
520 



aggtttgtgt atatatatgt tgatttatct gaataatcga tcaaagaatg gtatgtgggt 1760 



4 

tactaggaag ttggaaacaa acatgtatag aatctaagga gtgatcgaaa tggagatgga 182 0 
aacgaaaaga aaaaaatcag tctttgtttt gtggttagtg v 1860 



<210> 2 
<211> 524 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 2 

Met Glu Cys Val Gly Ala Arg Asn Phe Ala Ala Met Ala Val Ser Thr 
15 10 15 

Phe Pro Ser Trp Ser Cys Arg Arg Lys Phe Pro Val Val Lys Arg Tyr 
20 25 30 

Ser Tyr Arg Asn He Arg Phe Gly Leu Cys Ser Val Arg Ala Ser Gly 
35 40 45 

Gly Gly Ser Ser Gly Ser Glu Ser Cys Val Ala Val Arg Glu Asp Phe 
50 55 60 

Ala Asp Glu Glu Asp Phe Val Lys Ala Gly Gly Ser Glu He Leu Phe 
65 70 75 80 

Val Gin Met Gin Gin Asn Lys Asp Met Asp Glu Gin Ser Lys Leu Val 
85 90 95 

Asp Lys Leu Pro Pro He Ser He Gly Asp Gly Ala Leu Asp His Val 
100 105 110 

Val He Gly Cys Gly Pro Ala Gly Leu Ala Leu Ala Ala Glu Ser Ala 
115 120 125 

Lys Leu Gly Leu Lys Val Gly Leu He Gly Pro Asp Leu Pro Phe Thr 
130 135 140 

Asn Asn Tyr Gly Val Trp Glu Asp Glu Phe Asn Asp Leu Gly Leu Gin 
145 150 155 160 

Lys Cys He Glu His Val Trp Arg Glu Thr He Val Tyr Leu Asp Asp 
165 170 175 

Asp Lys Pro He Thr He Gly Arg Ala Tyr Gly Arg Val Ser Arg Arg 
180 185 190 

Leu Leu His Glu Glu Leu Leu Arg Arg Cys Val Glu Ser Gly Val Ser 
195 200 205 

Tyr Leu Ser Ser Lys Val Asp Ser He Thr Glu Ala Ser Asp Gly Leu 
210 215 220 

Arg Leu Val Ala Cys Asp Asp Asn Asn Val He Pro Cys Arg Leu Ala 
225 230 235 240 

Thr Val Ala Ser Gly Ala Ala Ser Gly Lys Leu Leu Gin Tyr Glu Val 
245 250 255 



5 



Gly Gly Pro Arg Val Cys Val Gin Thr Ala Tyr Gly Val Glu Val Glu 
260 265 270 

Val Glu Asn Ser Pro Tyr Asp Pro Asp Gin Met Val Phe Met Asp Tyr 
275 280 285 

Arg Asp Tyr Thr Asn Glu Lys Val Arg Ser Leu Glu Ala Glu Tyr Pro 
290 295 300 

Thr Phe Leu Tyr Ala Met Pro Met Thr Lys Ser Arg Leu Phe Phe Glu 
305 310 315 320 

Glu Thr Cys Leu Ala Ser Lys Asp Val Met Pro Phe Asp Leu Leu Lys 
325 330 335 

Thr Lys Leu Met Leu Arg Leu Asp Thr Leu Gly lie Arg lie Leu Lys 
340 345 350 

Thr Tyr Glu Glu Glu Trp Ser Tyr lie Pro Val Gly Gly Ser Leu Pro 
355 360 365 

Asn Thr Glu Gin Lys Asn Leu Ala Phe Gly Ala Ala Ala Ser Met Val 
370 375 380 

His Pro Ala Thr Gly Tyr Ser Val Val Arg Ser Leu Ser Glu Ala Pro 
385 390 395 400 

Lys Tyr Ala Ser Val lie Ala Glu lie Leu Arg Glu Glu Thr Thr Lys 
405 410 415 

Gin lie Asn Ser Asn lie Ser Arg Gin Ala Trp Asp Thr Leu Trp Pro 
420 425 430 

Pro Glu Arg Lys Arg Gin Arg Ala Phe Phe Leu Phe Gly Leu Ala Leu 
435 440 445 

lie Val Gin Phe Asp Thr Glu Gly lie Arg Ser Phe Phe Arg Thr Phe 
450 455 460 

Phe Arg Leu Pro Lys Trp Met Trp Gin Gly Phe Leu Gly Ser Thr Leu 
465 470 475 480 

Thr Ser Gly Asp Leu Val Leu Phe Ala Leu Tyr Met Phe Val lie Ser 
485 490 495 

Pro Asn Asn Leu Arg Lys Gly Leu lie Asn His Leu lie Ser Asp Pro 
500 505 510 

Thr Gly Ala Thr Met lie Lys Thr Tyr Leu Lys Val 
515 520 



<210> 3 
<211> 956 
<212> DNA 

<213> Arabidopsis thai i ana 



<400> 3 

gctctttctc 

tctctccgtc 

agaattctcc 

acgctgagta 

ccacttatct 

ctgtttacta 

ttggtacatt 

ctcatagagc 

gagaaggacc 

gtctcctctc 

ggttaggcat 

agcgtttccc 

accagctaca 

aggaattgga 

aatcatacaa 

ttaaatccca 



ctcctcctct 
tcttcgattt 
gattgagaac 
tctggcgttg 
aatcgctgct 
cagattctct 
tgctctctct 
tctgtggcac 
gtttgagcta 
ttatggattc 
aacggtgttt 
tgtaggtccc 
tcacacagac 
agaagttgga 
aaaggcctcg 
aattcttttt 



accgatttcc 
aaacgctttt 
gatgagagac 
cgtttggcgg 
atgttgtcga 
tggcaaatgg 
gttggtgctg 
gcttctctat 
aacgatgttt 
ttcaataaag 
ggaatcgcct 
atcgccgacg 
aagttcaatg 
ggaaatgaag 
ggctccgggt 
ttgtcttctg 



gactccgcct 
ctgtctgtta 
cggagagcac 
agaaattgga 
gctttggtat 
agggaggtga 
ctgttggtat 
ggaatatgca 
ttgctatagt 
gactcgttcc 
acatgtttgt 
tcccttacct 
gtgtaccata 
agttagataa 
cgagttcgag 
tcattatgat 



cccgaaatcc 
cgtcgtcgaa 
gagctccaca 
gaggaagaaa 
cacttctatg 
gatctcaatg 
ggaattctgg 
tgagtcacat 
gaacgctggt 
tggtctctgc 
ccacgatggt 
ccgaaaggtc 
tggactgttt 
ggagattagt 
ttcttgactt 
catcttaaga 



ttatccggat 
gaacggagac 
aacgctatag 
tcggagaggt 
gctgttatgg 
ttggaaatgt 
gcaagatggg 
cacaaaccaa 
ccagcgattg 
tttggcgccg 
ctcgtgcaca 
gccgccgctc 
cttggaccca 
cggagaatca 
taaacaagtt 
cggtct 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

956 



<210> 4 
<211> 294 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 4 

Ser Phe Ser Ser Ser Ser Thr Asp Phe Arg Leu Arg Leu Pro Lys Ser 
15 10 15 

Leu Ser Gly Phe Ser Pro Ser Leu Arg Phe Lys Arg Phe Ser Val Cys 
20 25 30 

Tyr Val Val Glu Glu Arg Arg Gin Asn Ser Pro lie Glu Asn Asp Glu 
35 40 45 

Arg Pro Glu Ser Thr Ser Ser Thr Asn Ala He Asp Ala Glu Tyr Leu 
50 55 60 

Ala Leu Arg Leu Ala Glu Lys Leu Glu Arg Lys Lys Ser Glu Arg Ser 
65 70 75 80 

Thr Tyr Leu He Ala Ala Met Leu Ser Ser Phe Gly He Thr Ser Met 
85 90 95 

Ala Val Met Ala Val Tyr Tyr Arg Phe Ser Trp Gin Met Glu Gly Gly 
100 105 HO 

Glu He Ser Met Leu Glu Met Phe Gly Thr Phe Ala Leu Ser Val Gly 
115 120 125 

Ala Ala Val Gly Met Glu Phe Trp Ala Arg Trp Ala His Arg Ala Leu 
130 135 140 

Trp His Ala Ser Leu Trp Met Asn His Glu Ser His His Lys Pro Arg 
145 150 155 160 



Glu Gly Pro Phe Glu Leu Asn Asp Val Phe Ala He Val Asn Ala Gly 
165 170 175 



m 



7 



Pro Ala He Gly Leu Leu Ser Tyr Gly Phe Phe Asn Lys Gly Leu Val 
180 185 190 

Pro Gly Leu Cys Phe Gly Ala Gly Leu Gly He Thr Val Phe Gly He 
195 200 205 

Ala Tyr Met Phe Val His Asp Gly Leu Val His Lys Arg Phe Pro Val 
210 215 220 

Gly Pro He Ala Asp Val Pro Tyr Leu Arg Lys Val Ala Ala Ala His 
225 230 235 240 

Gin Leu His His Thr Asp Lys Phe Asn Gly Val Pro Tyr Gly Leu Phe 
245 250 255 

Leu Gly Pro Lys Glu Leu Glu Glu Val Gly Gly Asn Glu Glu Leu Asp 
260 265 270 

Lys Glu He Ser Arg Arg lie Lys Ser Tyr Lys Lys Ala Ser Gly Ser 
275 280 285 

Gly Ser Ser Ser Ser Ser 
290 



<210> 5 
<211> 162 
<212> PRT 

<213> Alcaligenes sp. 
<400> 5 

Met Thr Gin Phe Leu He Val Val Ala Thr Val Leu Val Met Glu Leu 
1 5 10 15 

Thr Ala Tyr Ser Val His Arg Trp He Met His Gly Pro Leu Gly Trp 
20 25 30 

Gly Trp His Lys Ser His His Glu Glu His Asp His Ala Leu Glu Lys 
35 40 45 

Asn Asp Leu Tyr Gly Val Val Phe Ala Val Leu Ala Thr He Leu Phe 
50 55 60 

Thr Val Gly Ala Tyr Trp Trp Pro Val Leu Trp Trp He Ala Leu Gly 
65 70 75 80 

Met Thr Val Tyr Gly Leu He Tyr Phe He Leu His Asp Gly Leu Val 
85 90 95 

His Gin Arg Trp Pro Phe Arg Tyr lie Pro Arg Arg Gly Tyr Phe Arg 
100 105 HO 

Arg Leu Tyr Gin Ala His Arg Leu His His Ala Val Glu Gly Arg Asp 
115 120 125 

His Cys Val Ser Phe Gly Phe He Tyr Ala Pro Pro Val Asp Lys Leu 



130 



135 



140 



8 



Lys Gin Asp Leu Lys Arg Ser Gly Val Leu Arg Pro Gin Asp Glu Arg 
145 150 155 160 

Pro Ser 



<210> 6 
<211> 175 
<212> PRT 

<213> Erwinia herbicola 



<400> 6 

Met Leu Asn Ser Leu 
1 5 

lie Ala Ala Phe Thr 
20 

Trp His Glu Ser His 
35 

Asp Leu Phe Ala Val 
50 

Val Gly Thr Ala Gly 
65 

Thr Val Tyr Gly Leu 
85 

Gin Arg Trp Pro Phe 
100 

Leu Tyr Val Ala His 
115 

Cys Val Ser Phe Gly 
130 

Ala lie Leu Arg Glu 
145 

Lys Asp Arg Pro Asp 
165 



lie Val He Leu Ser Val 
10 

His Arg Tyr He Met His 
25 

His Thr Pro Arg Lys Gly 
40 

Val Phe Ala Gly Val Ala 
55 

Val Trp Pro Leu Gin Trp 
70 75 

Leu Tyr Phe Leu Val His 
90 

His Trp He Pro Arg Arg 
105 

Arg Leu His His Ala Val 
120 

Phe He Tyr Ala Arg Lys 
135 

Arg His Gly Arg Pro Pro 
150 155 

Ala Ala Ser Pro Ser Ser 
170 



He Ala Met Glu Gly 
15 

Gly Trp Gly Trp Arg 
30 

Val Phe Glu Leu Asn 
45 

He Ala Leu He Ala 
60 

He Gly Cys Gly Met 
80 

Asp Gly Leu Val His 
95 

Gly Tyr Leu Lys Arg 
110 

Arg Gly Arg Glu Gly 
125 

Pro Ala Asp Leu Gin 
140 

Lys Arg Asp Ala Ala 
160 

Ser Ser Pro Glu 
175 



<210> 7 
<211> 175 
<212> PRT 

<213> Erwinia uredovora 
<400> 7 

Met Leu Trp He Trp Asn Ala Leu He Val Phe Val Thr Val He Gly 
15 10 15 



Met Glu Val lie Ala Ala Leu Ala His Lys Tyr lie Met His Gly Trp 
20 25 30 

Gly Trp Gly Trp His Leu Ser His His Glu Pro Arg Lys Gly Ala Phe 
35 40 45 

Glu Val Asn Asp Leu Tyr Ala Val Val Phe Ala Ala Leu Ser lie Leu 
50 55 60 

Leu lie Tyr Leu Gly Ser Thr Gly Met Trp Pro Leu Gin Trp lie Gly 
65 70 75 80 

Ala Gly Met Thr Ala Tyr Gly Leu Leu Tyr Phe Met Val His Asp Gly 
85 90 95 

Leu Val His Gin Arg Trp Pro Phe Arg Tyr lie Pro Arg Lys Gly Tyr 
100 105 110 

Leu Lys Arg Leu Tyr Met Ala His Arg Met His His Ala Val Arg Gly 
115 120 125 

Lys Glu Gly Cys Val Ser Phe Gly Phe Leu Tyr Ala Pro Pro Leu Ser 
130 135 140 

Lys Leu Gin Ala Thr Leu Arg Glu Arg His Gly Ala Arg Ala Gly Ala 
145 150 155 160 

Ala Arg Asp Ala Gin Gly Gly Glu Asp Glu Pro Ala Ser Gly Lys 
165 170 175 



<210> 8 
<211> 162 
<212> PRT 

<213> Agrobacterium aurantiacum 



<400> 8 

Met Thr Asn Phe 
1 

Thr Ala Tyr Ser 
20 

Gly Trp His Lys 
35 

Asn Asp Leu Tyr 
50 

Thr Val Gly Trp 
65 



Met Thr Val Tyr 



His Trp Arg Trp 
100 



Leu lie Val Val 
5 

Val His Arg Trp 

Ser His His Glu 
40 

Gly Leu Val Phe 
55 

lie Trp Ala Pro 
70 

Gly Leu lie Tyr 
85 

Pro Phe Arg Tyr 



Ala Thr Val Leu 
10 

lie Met His Gly 
25 

Glu His Asp His 



Ala Val He Ala 
60 

Val Leu Trp Trp 
75 

Phe Val Leu His 
90 

He Pro Arg Lys 
105 



Val Met Glu Leu 
15 

Pro Leu Gly Trp 
30 

Ala Leu Glu Lys 
45 

Thr Val Leu Phe 



He Ala Leu Gly 
80 

Asp Gly Leu Val 
95 

Gly Tyr Ala Arg 
110 
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Arg Leu Tyr Gin Ala 
115 

His Cys Val Ser Phe 
130 

Lys Gin Asp Leu Lys 
145 

Arg Thr 



His Arg Leu His His Ala 
120 

Gly Phe lie Tyr Ala Pro 
135 

Met Ser Gly Val Leu Arg 
150 155 



Val Glu Gly Arg Asp 
125 

Pro Val Asp Lys Leu 
140 

Ala Glu Ala Gin Glu 
160 



<210> 9 
<211> 954 
<212> DNA 

<213> Arabidopsis thaliana 



<400> 9 

ccacgggtcc gcctccccgt 
ttgttcgcgc tttctcagcc 
ttcagagacg actcatgttt 
tgggacatga cactaagtat 
ttcacagagc tttcagtgtg 
ggtcaaaaac aaaggttact 
tttaccgtga atccgagctt 
ggaagctttt cgatgagctc 
ccttgggacg catgctttac 
actatctact cttcatcgtg 
agatcaagta cgtgagcagg 
atgaagctgt gaaactatct 
ggtgggatca tgttgagaaa 
agctctgaac tttccataag 
gacttttatt gattacagac 
tttttattta cttttgattc 



ttttttccga tccgatctcc 
gtcaccatga ccgattctaa 
gaagacgaat gcattctcgt 
aactgtcatc tgatggaaaa 
tttttattca actccaagta 
ttcccacttg tgtggacaaa 
attgaagaga atgtgcttgg 
ggtattgtag cagaagatgt 
aaggcacctt ctgatgggaa 
cgggatgtga agcttcaacc 
gaagagctta aggagctggt 
ccatggttca gattggtggt 
ggaactatca ctgaagctgc 
ttttggatct tccccttccc 
aaaactggca acaaaatcta 
atctctagtt tagttttcat 



ggtgccgagg actcagctgt 60 
cgatgctgga atggatgctg 120 
tgatgaaaat aatcgtgtgg 180 
gattgaagct gagaatttac 240 
tgagttgctt ctccagcaac 300 
cacttgttgc agccatcctc 360 
tgtaagaaat gccgcacaaa 420 
accagtcgat gagttcactc 480 
atggggagag cacgaagttg 540 
aaacccagat gaagtggctg 600 
gaagaaagca gatgctggcg 660 
ggataatttc ttgatgaagt 720 
agacatgaaa accattcaca 780 
ataataaaat taagagatga 840 
ttcctaggat ttttttttgc 900 
cttaaaaaaa aaaa 954 



<210> 10 
<211> 996 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 10 

caccaatgtc tgtttcttct ttatttaatc tcccattgat tcgcctcaga tctctcgctc 60 
tttcgtcttc tttttcttct ttccgatttg cccatcgtcc tctgtcatcg atttcaccga 120 
gaaagttacc gaattttcgt gctttctctg gtaccgctat gacagatact aaagatgctg 180 
gtatggatgc tgttcagaga cgtctcatgt ttgaggatga atgcattctt gttgatgaaa 240 
ctgatcgtgt tgtggggcat gtcagcaagt ataattgtca tctgatggaa aatattgaag 300 
ccaagaattt gctgcacagg gcttttagtg tatttttatt caactcgaag tatgagttgc 3 60 
ttctccagca aaggtcaaac acaaaggtta cgttccctct agtgtggact aacacttgtt 42 0 
gcagccatcc tctttaccgt gaatcagagc ttatccagga caatgcacta ggtgtgagga 480 
atgctgcaca aagaaagctt ctcgatgagc ttggtattgt agctgaagat gtaccagtcg 54 0 
atgagttcac tcccttggga cgtatgctgt acaaggctcc ttctgatggc aaatggggag 600 
agcatgaact tgattacttg ctcttcatcg tgcgagacgt gaaggttcaa ccaaacccag 660 
atgaagtagc tgagatcaag tatgtgagcc gggaagagct gaaggagctg gtgaagaaag 72 0 
cagatgcagg tgaggaaggt ttgaaactgt caccatggtt cagattggtg gtggacaatt 780 
tcttgatgaa gtggtgggat catgttgaga aaggaacttt ggttgaagct atagacatga 840 
aaaccatcca caaactctga acatcttttt ttaaagtttt taaatcaatc aactttctct 900 



11 

tcatcatttt tatcttttcg atgataataa tttgggatat gtgagacact tacaaaactt 960 
ccaagcacct caggcaataa taaagtttgc ggccgc 996 



<210> 11 
<211> 1165 
<212> DNA 

<213> Haematococcus pluvialis 
<400> 11 

ctcggtagct ggccacaatc gctatttgga 
tgcttcgttc gttgctcaga ggcctcacgc 
ccagctgtgc acacgcgcga ctccagttta 
agcccagcat ctcagccaat ctgtcgcgcg 
caagcacctg ggcaggcggg cagtcgcagg 
tggtggatgt tgaggacaac atcacaggcc 
taccacatca gcctgcaggc ctgctgcacc 
aggggcgact gctgctgcaa cagcgtgcac 
cgaacacctg ctgcagccac cctttacatg 
gccaggtggc cgacggaaca gtacctggcg 
acgagctggg gataccagcg caccagctgc 
tgcactactg tgccgcggac gtgcagccag 
acgaaatgga ctacatcttg ttcatccggg 
aggtggacga agtcaggtac gtgacgcaag 
acgggctgca atggtcgccg tggtttcgca 
gggctgacct ggacgcggcc ctaaacactg 
acatcaacga agcgtgaaag cagaagctgc 
tgcgtacttg gcagcttcgt atctcctttt 
aaggtcaggt aaaatggctc gataaaatgt 
ccaagaggtc aaaaaaaaaa aaaaa 



acctggcccg gcggcagtcc gatgccgcga 60 
atatcccccg cgtgaactcc gcccagcagc 120 
agctcaggag catgcagatg acgctcatgc 180 
ccgaggaccg cacagaccac atgaggggtg 240 
atgagctgat gctgaaggac gagtgcatct 300 
atgccagcaa gctggagtgt cacaagttcc 3 60 
gggccttctc tgtgttcctg tttgacgatc 420 
gctcaaaaat caccttccca agtgtgtgga 480 
ggcagacccc agatgaggtg gaccaactaa 540 
caaaggctgc tgccatccgc aagttggagc 600 
cggcaagcgc gtttcgcttc ctcacgcgtt 660 
ctgcgacaca atcagcgctc tggggcgagc 720 
ccaacgtcac cttggcgccc aaccctgacg 780 
aggagctgcg gcagatgatg cagccggaca 840 
tcatcgccgc gcgcttcctt gagcgttggt 900 
acaaacacga ggattgggga acggtgcatc 960 
aggatgtgaa gacacgtcat ggggtggaat 1020 
tctgagactg aacctgcagt caggtcccac 1080 
accgtcactt tttgtcgcgt atactgaact 1140 

1165 



<210> 12 
<211> 1135 
<212> DNA 

<213> Haematococcus pluvialis 
<400> 12 

ctcggtagct ggccacaatc gctatttgga 
tgcttcgttc gttgctcaga ggcctcacgc 
ccagctgtgc acacgcgcga ctccagttta 
accgcacaga ccacatgagg ggtgcaagca 
tgatgctgaa ggacgagtgc atcttggtag 
gcaagctgga gtgtcacaag ttcctaccac 
tctctgtgtt cctgtttgac gatcaggggc 
aaatcacctt cccaagtgtg tggacgaaca 
ccccagatga ggtggaccaa ctaagccagg 
ctgctgccat ccgcaagttg gagcacgagc 
gcgcgtttcg cttcctcacg cgtttgcact 
cacaatcagc gctctggggc gagcacgaaa 
tcaccttggc gcccaaccct gacgaggtgg 
tgcggcagat gatgcagccg gacaacgggc 
ccgcgcgctt ccttgagcgt tggtgggctg 
acgaggattg gggaacggtg catcacatca 
tgaagacacg tcatggggtg gaattgcgta 
actgaacctg cagagctaga gtcaatggtg 
gactaatctg tagctagagt cactgatgaa 



acctggcccg gcggcagtcc gatgccgcga 60 
atatcccgcg cgtgaactcc gcccagcagc 120 
agctcaggag catgcagctg ctttccgagg 180 
cctgggcagg cgggcagtcg caggatgagc 240 
atgttgagga caacatcaca ggccatgcca 3 00 
atcagcctgc aggcctgctg caccgggcct 3 60 
gactgctgct gcaacagcgt gcacgctcaa 42 0 
cctgctgcag ccacccttta catgggcaga 480 
tggccgacgg aacagtacct ggcgcaaagg 540 
tggggatacc agcgcaccag ctgccggcaa 600 
actgtgccgc ggacgtgcag ccagctgcga 660 
tggactacat cttgttcatc cgggccaacg 72 0 
acgaagtcag gtacgtgacg caagaggagc 7 80 
ttcaatggtc gccgtggttt cgcatcatcg 840 
acctggacgc ggccctaaac actgacaaac 900 
acgaagcgtg aaggcagaag ctgcaggatg 9 60 
cttggcagct tcgtatctcc tttttctgag 1020 
catcatattc atcgtctctc ttttgtttta 1080 
tcctttacaa ctttcaaaaa aaaaa 1135 
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<210> 13 
<211> 960 
<212> DNA 

<213> Tagetes erecta 
<220> 

<221> modif ied_base 
<222> (366) . . (680) 

<223>a, t, c, g, unknown or other 
<400> 13 

ccaaaaacaa ctcaaatctc ctccgtcgct cttactccgc catgggtgac gactccggca 60 
tggatgctgt tcagcgacgt ctcatgtttg acgatgaatg cattttggtg gatgagtgtg 120 
acaatgtggt gggacatgat accaaataca attgtcactt gatggagaag attgaaacag 180 
gtaaaatgct gcacagagca ttcagcgttt ttctattcaa ttcaaaatac gagttacttc 240 
ttcagcaacg gtctgcaacc aaggtgacat ttcctttagt atggaccaac acctgttgca 300 
gccatccact ctacagagaa tccgagcttg ttcccgaaac gcctgagaga atgctgcaca 3 60 
gaggannnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 42 0 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 480 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 540 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 600 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 660 
nnnnnnnnnn nnnnnnnnnn tcatgtgcaa aagggtacac tcactgaatg caatttgata 720 
tgaaaaccat acacaagctg atatagaaac acaccctcaa ccgaaaagca agcctaataa 780 
ttcgggttgg gtcgggtcta ccatcaattg tttttttctt ttaacaactt ttaatctcta 840 
tttgagcatg ttgattcttg tcttttgtgt gtaagatttt gggtttcgtt tcagttgtaa 900 
taatgaacca ttgatggttt gcaatttcaa gttcctatcg acatgtagtg atctaaaaaa 960 

<210> 14 
<211> 305 
<212> PRT 

<213> Haematococcus pluvialis 
<400> 14 

Met Leu Arg Ser Leu Leu Arg Gly Leu Thr His lie Pro Arg Val Asn 
1 5 10 15 

Ser Ala Gin Gin Pro Ser Cys Ala His Ala Arg Leu Gin Phe Lys Leu 
20 25 30 

Arg Ser Met Gin Met Thr Leu Met Gin Pro Ser He Ser Ala Asn Leu 
35 40 45 

Ser Arg Ala Glu Asp Arg Thr Asp His Met Arg Gly Ala Ser Thr Trp 
50 55 60 

Ala Gly Gly Gin Ser Gin Asp Glu Leu Met Leu Lys Asp Glu Cys He 
65 70 75 80 

Leu Val Asp Val Glu Asp Asn He Thr Gly His Ala Ser Lys Leu Glu 
85 90 95 

Cys His Lys Phe Leu Pro His Gin Pro Ala Gly Leu Leu His Arg Ala 
100 105 HO 
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Phe Ser Val Phe Leu Phe Asp Asp Gin Gly Arg Leu Leu Leu Gin Gin 
115 120 125 

Arg Ala Arg Ser Lys lie Thr Phe Pro Ser Val Trp Thr Asn Thr Cys 
130 135 140 

Cys Ser His Pro Leu His Gly Gin Thr Pro Asp Glu Val Asp Gin Leu 
145 150 155 160 

Ser Gin Val Ala Asp Gly Thr Val Pro Gly Ala Lys Ala Ala Ala He 
165 170 175 

Arg Lys Leu Glu His Glu Leu Gly He Pro Ala His Gin Leu Pro Ala 
180 185 190 

Ser Ala Phe Arg Phe Leu Thr Arg Leu His Tyr Cys Ala Ala Asp Val 
195 200 205 

Gin Pro Ala Ala Thr Gin Ser Ala Leu Trp Gly Glu His Glu Met Asp 
210 215 220 

Tyr He Leu Phe He Arg Ala Asn Val Thr Leu Ala Pro Asn Pro Asp 
225 230 235 240 

Glu Val Asp Glu Val Arg Tyr Val Thr Gin Glu Glu Leu Arg Gin Met 
245 250 255 

Met Gin Pro Asp Asn Gly Leu Gin Trp Ser Pro Trp Phe Arg He He 
260 265 270 

Ala Ala Arg Phe Leu Glu Arg Trp Trp Ala Asp Leu Asp Ala Ala Leu 
275 . 280 285 

Asn Thr Asp Lys His Glu Asp Trp Gly Thr Val His His He Asn Glu 
290 295 300 

Ala 
305 



<210> 15 
<211> 293 
<212> PRT 

<213> Haema toco ecus pluvialis 
<400> 15 

Met Leu Arg Ser Leu Leu Arg Gly Leu Thr His He Pro Arg Val Asn 
15 10 15 

Ser Ala Gin Gin Pro Ser Cys Ala His Ala Arg Leu Gin Phe Lys Leu 
20 25 30 

Arg Ser Met Gin Leu Leu Ser Glu Asp Arg Thr Asp His Met Arg Gly 
35 40 45 

Ala Ser Thr Trp Ala Gly Gly Gin Ser Gin Asp Glu Leu Met Leu Lys 
50 55 60 
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Asp Glu Cys lie Leu Val Asp Val Glu Asp Asn lie Thr Gly His Ala 
65 70 75 80 

Ser Lys Leu Glu Cys His Lys Phe Leu Pro His Gin Pro Ala Gly Leu 
85 90 95 

Leu His Arg Ala Phe Ser Val Phe Leu Phe Asp Asp Gin Gly Arg Leu 
100 105 110 

Leu Leu Gin Gin Arg Ala Arg Ser Lys lie Thr Phe Pro Ser Val Trp 
115 120 125 

Thr Asn Thr Cys Cys Ser His Pro Leu His Gly Gin Thr Pro Asp Glu 
130 135 140 

Val Asp Gin Leu Ser Gin Val Ala Asp Gly Thr Val Pro Gly Ala Lys 
145 150 155 160 

Ala Ala Ala lie Arg Lys Leu Glu His Glu Leu Gly lie Pro Ala His 
165 170 175 

Gin Leu Pro Ala Ser Ala Phe Arg Phe Leu Thr Arg Leu His Tyr Cys 
180 185 190 

Ala Ala Asp Val Gin Pro Ala Ala Thr Gin Ser Ala Leu Trp Gly Glu 
195 200 205 

His Glu Met Asp Tyr lie Leu Phe lie Arg Ala Asn Val Thr Leu Ala 
210 215 220 

Pro Asn Pro Asp Glu Val Asp Glu Val Arg Tyr Val Thr Gin Glu Glu 
225 230 235 240 

Leu Arg Gin Met Met Gin Pro Asp Asn Gly Leu Gin Trp Ser Pro Trp 
245 250 255 

Phe Arg lie lie Ala Ala Arg Phe Leu Glu Arg Trp Trp Ala Asp Leu 
260 265 270 

Asp Ala Ala Leu Asn Thr Asp Lys His Glu Asp Trp Gly Thr Val His 
275 280 285 

His lie Asn Glu Ala 
290 



<210> 16 
<211> 284 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 16 

Met Ser Val Ser Ser Leu Phe Asn Leu Pro Leu lie Arg Leu Arg Ser 
1 5 10 15 



Leu Ala Leu Ser Ser Ser Phe Ser Ser Phe Arg Phe Ala His Arg Pro 
20 25 30 
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Leu Ser Ser lie Ser Pro Arg Lys Leu Pro Asn Phe Arg Ala Phe Ser 
35 40 45 

Gly Thr Ala Met Thr Asp Thr Lys Asp Ala Gly Met Asp Ala Val Gin 
50 55 60 

Arg Arg Leu Met Phe Glu Asp Glu Cys lie Leu Val Asp Glu Thr Asp 
65 70 75 80 

Arg Val Val Gly His Val Ser Lys Tyr Asn Cys His Leu Met Glu Asn 
85 90 95 

lie Glu Ala Lys Asn Leu Leu His Arg Ala Phe Ser Val Phe Leu Phe 
100 105 110 

Asn Ser Lys Tyr Glu Leu Leu Leu Gin Gin Arg Ser Asn Thr Lys Val 
115 120 125 

Thr Phe Pro Leu Val Trp Thr Asn Thr Cys Cys Ser His Pro Leu Tyr 
130 135 140 

Arg Glu Ser Glu Leu He Gin Asp Asn Ala Leu Gly Val Arg Asn Ala 
145 150 155 160 

Ala Gin Arg Lys Leu Leu Asp Glu Leu Gly He Val Ala Glu Asp Val 
165 170 175 

Pro Val Asp Glu Phe Thr Pro Leu Gly Arg Met Leu Tyr Lys Ala Pro 
180 185 190 

Ser Asp Gly Lys Trp Gly Glu His Glu Leu Asp Tyr Leu Leu Phe He 
195 200 205 

Val Arg Asp Val Lys Val Gin Pro Asn Pro Asp Glu Val Ala Glu He 
210 215 220 

Lys Tyr Val Ser Arg Glu Glu Leu Lys Glu Leu Val Lys Lys Ala Asp 
225 230 235 240 

Ala Gly Glu Glu Gly Leu Lys Leu Ser Pro Trp Phe Arg Leu Val Val 
2 45 250 255 

Asp Asn Phe Leu Met Lys Trp Trp Asp His Val Glu Lys Gly Thr Leu 
260 265 270 

Val Glu Ala He Asp Met Lys Thr He His Lys Leu 
275 280 



<210> 17 
<211> 287 
<212> PRT 

<213> Clarkia breweri 
<400> 17 

Met Ser Ser Ser Met Leu Asn Phe Thr Ala Ser Arg He Val Ser Leu 
1 5 10 15 
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Pro Leu Leu Ser 
20 

Phe Ser Pro lie 
35 

Ser Ser Gin Ala 
50 

Ala Val Gin Arg 
65 

Glu Asn Asp Lys 



Met Glu Lys He 
100 

Phe Leu Phe Asn 
115 

Thr Lys Val Thr 
130 

Pro Leu Tyr Arg 
145 

Arg Asn Ala Ala 



Glu Asp Leu Pro 
180 

Lys Ala Pro Ser 
195 

Leu Phe He He 
210 

Ala Glu Val Lys 
225 

Lys Ala Asp Ala 



Leu Val Val Asp 
260 

Gly Ser Leu Lys 
275 



Ser Pro Pro Ser 



Ser Leu Thr Gin 
40 

Thr Thr Met Gly 
55 

Arg Leu Met Phe 
70 

Val Val Gly His 
85 

Glu Ser Glu Asn 



Ser Lys Tyr Glu 
120 

Phe Pro Leu Val 
135 

Glu Ser Glu Leu 
150 

Gin Arg Lys Leu 
165 

Val Asp Gin Phe 



Asp Gly Lys Trp 
200 

Arg Asp Val Asn 
215 

Tyr Met Asn Arg 
230 

Glu Glu Glu Gly 
245 

Asn Phe Leu Phe 



Asp Ala Ala Asp 
280 



Arg Val His Leu 
25 

Arg Phe Ser Ala 



Glu Val Val Asp 
60 

Glu Asp Glu Cys 
75 

Glu Ser Lys Tyr 
90 

Leu Leu His Arg 
105 



Leu Leu Leu Gin 



Trp Thr Asn Thr 
140 

He Asp Glu Asn 
155 

Leu Asp Glu Leu 
170 

He Pro Leu Ser 
185 

Gly Glu His Glu 



Leu Asp Pro Asn 
220 

Asp Asp Leu Lys 
235 

Val Lys Leu Ser 
250 



Lys Trp Trp Asp 
265 



Met Lys Thr He 



Pro Leu Cys Phe 
30 

Lys Leu Thr Phe 
45 

Ala Gly Met Asp 



He Leu Val Asp 
80 

Asn Cys His Leu 
95 

Ala Phe Ser Val 
110 

Gin Arg Ser Ala 
125 

Cys Cys Ser His 



Cys Leu Gly Val 
160 

Gly He Pro Ala 
175 

Arg He Leu Tyr 
190 

Leu Asp Tyr Leu 
205 

Pro Asp Glu Val 



Glu Leu Leu Arg 
240 

Pro Trp Phe Arg 
255 

His Val Glu Lys 
270 

His Lys Leu 
285 



<210> 18 
<211> 261 
<212> PRT 

<213> Arabidopsis thai i ana 
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<400> 18 

Thr Gly Pro Pro Pro Arg Phe Phe Pro lie Arg Ser Pro Val Pro Arg 
15 10 15 

Thr Gin Leu Phe Val Arg Ala Phe Ser Ala Val Thr Met Thr Asp Ser 
20 25 30 

Asn Asp Ala Gly Met Asp Ala Val Gin Arg Arg Leu Met Phe Glu Asp 
35 40 45 

Glu Cys lie Leu Val Asp Glu Asn Asn Arg Val Val Gly His Asp Thr 
50 55 60 

Lys Tyr Asn Cys His Leu Met Glu Lys lie Glu Ala Glu Asn Leu Leu 
65 70 75 80 

His Arg Ala Phe Ser Val Phe Leu Phe Asn Ser Lys Tyr Glu Leu Leu 
85 90 95 

Leu Gin Gin Arg Ser Lys Thr Lys Val Thr Phe Pro Leu Val Trp Thr 
100 105 110 

Asn Thr Cys Cys Ser His Pro Leu Tyr Arg Glu Ser Glu Leu lie Glu 
115 120 125 

Glu Asn Val Leu Gly Val Arg Asn Ala Ala Gin Arg Lys Leu Phe Asp 
130 135 140 

Glu Leu Gly lie Val Ala Glu Asp Val Pro Val Asp Glu Phe Thr Pro 
145 150 155 160 

Leu Gly Arg Met Leu Tyr Lys Ala Pro Ser Asp Gly Lys Trp Gly Glu 
165 170 175 

His Glu Val Asp Tyr Leu Leu Phe lie Val Arg Asp Val Lys Leu Gin 
180 185 190 

Pro Asn Pro Asp Glu Val Ala Glu He Lys Tyr Val Ser Arg Glu Glu 
195 200 205 

Leu Lys Glu Leu Val Lys Lys Ala Asp Ala Gly Asp Glu Ala Val Lys 
210 215 220 

Leu Ser Pro Trp Phe Arg Leu Val Val Asp Asn Phe Leu Met Lys Trp 
225 2 30 235 240 

Trp Asp His Val Glu Lys Gly Thr He Thr Glu Ala Ala Asp Met Lys 
2 45 250 255 

Thr He His Lys Leu 
260 



<210> 19 
<211> 288 
<212> PRT 

<213> Sac char omyces 



cerevisiae 
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<400> 19 
Met Thr Ala Asp 
1 

Ala Lys Leu Val 
20 

Pro Glu He He 
35 

Thr Ser Asn Asp 
50 

Glu Gin He Lys 
65 

Asp Asn Ala He 



Asn He Glu Lys 
100 

Asn Glu Gin Gly 
115 

Thr Phe Pro Asp 
130 

He Asp Asp Glu 
145 

Gly Ala He Thr 



Pro Glu Asp Glu 
180 

He His Tyr Met 
195 



Asp Tyr He Leu 
210 



Asn Pro Asn Val 
225 



Asp Leu Lys Thr 



Phe Lys He He 
260 

Asp Asp Leu Ser 
275 



Asn Asn Ser Met 
5 

Gin Asn Gin Thr 



Pro Leu Gin Gin 
40 

Glu Ser Gly Glu 
55 

Leu Met Asn Glu 
70 

Gly Ala Gly Thr 
85 

Gly Leu Leu His 



Glu Leu Leu Leu 
120 

Leu Trp Thr Asn 
135 

Leu Gly Leu Lys 
150 

Ala Ala Val Arg 
165 

Thr Lys Thr Arg 



Ala Pro Ser Asn 
200 

Phe Tyr Lys He 
215 

Asn Glu Val Arg 
230 

Met Phe Ala Asp 
245 

Cys Glu Asn Tyr 



Glu Val Glu Asn 
280 



Pro His Gly Ala 
10 

Pro Glu Asp He 
25 

Arg Pro Asn Thr 



Thr Cys Phe Ser 
60 

Asn Cys He Val 
75 

Lys Lys Val Cys 
90 

Arg Ala Phe Ser 
105 

Gin Gin Arg Ala 



Thr Cys Cys Ser 
140 

Gly Lys Leu Asp 
155 

Lys Leu Asp His 
170 

Gly Lys Phe His 
185 

Glu Pro Trp Gly 



Asn Ala Lys Glu 
220 

Asp Phe Lys Trp 
235 

Pro Ser Tyr Lys 
250 

Leu Phe Asn Trp 
265 

Asp Arg Gin He 



Val Ser Ser Tyr 
15 

Leu Glu Glu Phe 
30 

Arg Ser Ser Glu 
45 

Gly His Asp Glu 



Leu Asp Trp Asp 
80 

His Leu Met Glu 
95 

Val Phe He Phe 
110 

Thr Glu Lys He 
125 

His Pro Leu Cys 



Asp Lys He Lys 
160 

Glu Leu Gly He 
175 

Phe Leu Asn Arg 
190 

Glu His Glu He 
205 



Asn Leu Thr Val 



Val Ser Pro Asn 
240 

Phe Thr Pro Trp 
255 

Trp Glu Gin Leu 
270 

His Arg Met Leu 
285 
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<210> 20 
<211> 502 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Beta-cyclase 
consensus sequence 

<220> 

<221> MOD_RES 
<222> (6) 

<223> Variable amino acid, preferably Lys 
<220> 

<221> MOD_RES 
<222> (10) 

<223> Variable amino acid 
<220> 

<221> MOD_RES 
<222> (12) 

<223> Variable amino acid, preferably Ala 
<220> 

<221> MOD_RES 
<222> (14) 

<223> Variable amino acid, preferably Leu 
<220> 

<221> MOD_RES 
<222> (15) 

<223> Variable amino acid 
<220> 

<221> MOD_RES 
<222> (16) 

<223> Variable amino acid, preferably Pro 
<220> 

<221> MOD_RES 

<222> (17) . . (18) 

<223> Variable amino acid 

<220> 

<221> MOD_RES 
<222> (22) 

<223> Variable amino acid 
<220> 

<2 21> MOD_RES 
<222> (23) 

<223> Variable amino acid, preferably Val 
<220> 

<221> MOD_RES 
<222> (24) 

<223> Variable amino acid, preferably Lys 
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<220> 

<221> MOD_RES 
<222> (25) 

<223> Variable amino acid 



<220> 

<221> MOD_RES 
<222> (21) 

<223> Variable amino acid 



<220> 

<221> MOD_RES 
<222> (28) 

<223> Variable amino acid, preferably Phe 



<220> 

<221> MOD_RES 
<222> (29) 

<223> Variable amino acid 



<220> 

<2 21> MOD_RES 
<222> (30) 

<223> Variable amino acid, preferably Ser 
<220> 

<221> MOD_RES 
<222> (31) 

<223> Variable amino acid 



<220> 

<221> MOD_RES 
<222> (32) 

<223> Variable amino acid, preferably Lys 
<220> 

<221> MOD_RES 

<222> (33) . . (35) 

<223> Variable amino acid 

<220> 

<221> MOD_RES 
<222> (36) 

<223> Variable amino acid, preferably Phe 
<220> 

<221> MOD_RES 

<222> (38) . . (39) 

<223> Variable amino acid 



<220> 

<221> MOD_RES 
<222> (41) 

<223> Variable amino acid 



<220> 

<221> MOD_RES 
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<222> (42) 

<223> Variable amino acid, preferably Cys 
<220> 

<221> MOD_RES 
<222> (43) 

<223> Variable amino acid, preferably Ser 
<220> 

<221> MOD_RES 

<222> (44) . . (45) 

<223> Variable amino acid 

<220> 

<221> MOD_RES 
<222> (46) 

<223> Variable amino acid, preferably Gly 
<220> 

<221> MOD_RES 

<222> (47) . . (49) 

<223> Variable amino acid 

<220> 

<221> MOD_RES 
<222> (50) 

<223> Variable amino acid, preferably Val 
<220> 

<221> MOD_RES 
<222> (51) 

<223> Variable amino acid, preferably Cys 
<220> 

<221> MOD_RES 
<222> (53) 

<223> Variable amino acid, preferably Lys 
<220> 

<2 21> MOD_RES 

<222> (54) . . (55) 

<223> Variable amino acid 

<220> 

<221> MOD_RES 

<222> (57) _ 

<223> Variable amino acid; preferably Ser 

<220> 

<221> MOD_RES 
<222> (61) 

<223> Variable amino acid, preferably Ala 
<220> 

<221> MOD_RES 
<222> (77) 

<223> Variable amino acid, preferably Met 



22 



<220> 

<221> MOD_RES 
<222> (80) 

<223> Variable amino acid, preferably Pro 
<220> 

<221> MOD_RES 
<222> (83) 

<223> Variable amino acid, preferably Gly 
<220> 

<221> MOD_RES 
<222> (84) 

<223> Variable amino acid 
<220> 

<221> MOD_RES 
<222> (90) 

<223> Variable amino acid, preferably Val 
<220> 

<221> MOD_RES 
<222> (112) 

<223> Variable amino acid, preferably Cys 
<220> 

<221> MOD_RES 
<222> (116) 

<223> Variable amino acid, preferably Pro 
<220> 

<221> MOD_RES 
<222> (117) 

<223> Variable amino acid 
<220> 

<221> MOD_RES 
<222> (144) 

<223> Variable amino acid, preferably Ala 
<220> 

<221> MOD_RES 
<222> (149) 

<223> Variable amino acid, preferably Ala 
<220> 

<2 21> MOD_RES 
<222> (150) 

<223> Variable amino acid 
<220> 

<221> MOD_RES 
<222> (153) 

<223> Variable amino acid, preferably lie 
<220> 

<221> MOD_RES 




<222> (155) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (156) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (157) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (158) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (162) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (178) 

<223> Variable amino 

<220> 

<2 21> MOD_RES 

<222> (183) 

<223> Variable amino 

<220> 

<2 21> MOD_RES 

<222> (190) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (191) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (194) 

<223> Variable amino 

<220> 

<221> M0D_RES 

<222> (195) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (197) 

<223> Variable amino 
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acid, preferably Asp 
acid 

acid, preferably Thr 

acid 

acid 

acid, preferably Met 
acid 

acid, preferably Gly 
acid, preferably Ala 
acid, preferably lie 
acid, preferably Lys 
acid, preferably lie 



\ 
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<220> 

<221> MOD_RES 
<222> (201) 

<223> Variable amino acid 



<220> 

<221> MOD_RES 

<222> (202) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (204) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (205) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (206) 

<223> Variable amino 

<220> 

<2 21> MOD__RES 

<222> (208) 

<223> Variable amino 



acid, preferably Lys 



acid, preferably Met 



acid, preferably Leu 



acid, preferably lie 



acid, preferably Asn 



<220> 

<2 21> MOD_RES 
<222> (211) 

<223> Variable amino acid 



<220> 

<221> MOD_RES 
<222> (212) 

<223> Variable amino acid, preferably Thr 
<220> 

<221> MOD_RES 
<222> (216) 

<223> Variable amino acid, preferably Thr 
<220> 

<221> MOD_RES 
<222> (227) 

<223> Variable amino acid 



<220> 

<221> MOD_RES 
<222> (236) 

<223> Variable amino acid, preferably Asn 



<220> 

<221> MOD_RES 
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<222> (250) . . (251) 

<223> Variable amino acid, preferably Glu 
<220> 

<221> MOD_RES. 

<222> (256) . . (257) 

<223> Variable amino acid 

<220> 

<221> MOD_RES 
<222> (261) 

<223> Variable amino acid, preferably Phe 
<220> 

<221> MOD_RES 
<222> (267) 

<223> Variable amino acid, preferably Ser 
<220> 

<2 21> MOD_RES 
<222> (270) 

<223> Variable amino acid 
<220> 

<221> MOD_RES 
<222> (273) 

<223> Variable amino acid 
<220> 

<221> MOD_RES 
<222> (274) 

<223> Variable amino acid, preferably Glu 
<220> 

<221> MOD_RES 
<222> (280) 

<223> Variable amino acid, preferably Ser 
<220> 

<221> MOD_RES 
<222> (281) 

<223> Variable amino acid 
<220> 

<221> MOD_RES 
<222> (282) 

<223> Variable amino acid, preferably lie 
<220> 

<221> MOD_RES 
<222> (295) 

<223> Variable amino acid, preferably Arg 
<220> 

<221> MOD_RES 
<222> (310) 

<223> Variable amino acid, preferably Arg 
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<220> 

<221> MOD_RES 

<222> (311) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (312) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (319) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (323) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (328) 

<22 3> Variable amino 

<220> 

<221> MOD_RES 

<222> (331) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (337) 

<22 3> Variable amino 

<220> 

<221> MOD_RES 

<222> (339) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (345) 

<223> Variable amino 

<220> 

<2 21> MOD_RES 

<222> (349) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (356) 

<223> Variable amino 

<220> 

<2 21> MOD_RES 



acid, preferably Met 



acid, preferably Asp 



acid, preferably Val 



acid 



acid, preferably Lys 



acid, preferably Ser 



acid, preferably His 



acid, preferably Val 



acid, preferably Pro 



acid, preferably Leu 



acid, preferably lie 
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<222> (362) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (380) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (386) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (387) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (390) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (392) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (393) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (394) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (395) 

<223> Variable amino 

<220> 

<221> MOD_RES 
<222> (396) 
<223> Variable amino 

<220> 

<221> MOD_RES 
<222> (398) 
<223> Variable amino 

<220> 

<221> MOD_RES 
<222> (399) 
<22 3> Variable amino 



acid, preferably Met 



acid, preferably Val 



acid, preferably lie 



acid 



acid, preferably Gly 



acid, preferably Glu 



acid 



acid, preferably Ser 



acid 



acid, preferably Ser 



acid 



acid, preferably Glu 
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<220> 

<221> MOD_RES 

<222> (402) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (403) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (406) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (433) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (446) 

<2 2 3> Variable amino 

<220> 

<221> MOD_RES 

<222> (448) 

<22 3> Variable amino 

<220> 

<221> MOD_RES 

<222> (459) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (464) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (465) 

<223> Variable amino 

<220> 

<221> MOD_RES 

<222> (473) 

<223> Variable amino 

<220> 

<221> MOD_RES 
<222> (480) 
<223> Variable amino 

<220> 

<221> MOD_RES 



acid, preferably Ala 



acid, preferably Glu 



acid, preferably Lys 



acid, preferably Pro 



acid, preferably Ala 



acid, preferably Arg 



acid, preferably Phe 



acid, preferably lie 



acid, preferably Val 



acid, preferably His 



acid 
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<222> (488) 

<223> Variable amino acid 
<220> 

<221> MOD_RES 
<222> (491) 

<223> Variable amino acid, preferably Val 
<220> 

<221> MOD_RES 
<222> (492) 

<223> Variable amino acid 
<220> 

<221> MOD_RES 
<222> (498) 

<223> Variable amino acid, preferably Leu 
<220> 

<221> MOD_RES 

<222> (501) . . (502) 

<223> Variable amino acid 

<400> 20 

, Met Asp Thr Leu Leu Xaa Thr Pro Asn Xaa Leu Xaa Phe Xaa Xaa Xaa 
15 10 15 

Xaa Xaa His Gly Phe Xaa Xaa Xaa Xaa Ser Xaa Xaa Xaa Xaa Xaa Xaa 
20 25 30 

Xaa Xaa Xaa Xaa Gly Xaa Xaa Lys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
35 40 45 

Xaa Xaa Xaa Val Xaa Xaa Xaa Ser Xaa Ala Leu Leu Xaa Leu Val Pro 
50 55 60 

Glu Thr Lys Lys Lys Asn Leu Asp Phe Glu Leu Pro Xaa Tyr Asp Xaa 
65 70 75 80 

Ser Lys Xaa Xaa Val Val Asp Leu Ala Xaa Val Gly Gly Gly Pro Ala 
85 90 95 

Gly Leu Ala Val Ala Gin Gin Val Ser Glu Ala Gly Leu Ser Val Xaa 
100 105 110 

Ser lie Asp Xaa Xaa Pro Lys Leu lie Trp Pro Asn Asn Tyr Gly Val 
115 120 125 

Trp Val Asp Glu Phe Glu Ala Met Asp Leu Leu Asp Cys Leu Asp Xaa 
130 135 140 

Thr Trp Ser Gly Xaa Xaa Val Tyr Xaa Asp Xaa Xaa Xaa Xaa Lys Asp 
145 150 155 160 



Leu Xaa Arg Pro Tyr Gly Arg Val Asn Arg Lys Gin Leu Lys Ser Lys 
165 170 175 
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Met Xaa Gin Lys Cys lie Xaa Asn Gly Val Lys Phe His Xaa Xaa Lys 
180 185 190 

Val Xaa Xaa Val Xaa His Glu Glu Xaa Xaa Ser Xaa Xaa Xaa Cys Xaa 
195 200 205 

Asp Gly Xaa Xaa lie Gin Ala Xaa Val Val Leu Asp Ala Thr Gly Phe 
210 215 220 

Ser Arg Xaa Leu Val Gin Tyr Asp Lys Pro Tyr Xaa Pro Gly Tyr Gin 
225 230 235 240 

Val Ala Tyr Gly lie Leu Ala Glu Val Xaa Xaa His Pro Phe Asp Xaa 
245 250 255 

Xaa Lys Met Val Xaa Met Asp Trp Arg Asp Xaa His Leu Xaa Asn Asn 
260 265 270 

Xaa Xaa Leu Lys Glu Arg Asn Xaa Xaa Xaa Pro Thr Phe Leu Tyr Ala 
275 280 285 

Met Pro Phe Ser Ser Asn Xaa lie Phe Leu Glu Glu Thr Ser Leu Val 
290 295 300 

Ala Arg Pro Gly Leu Xaa Xaa Xaa Asp lie Gin Glu Arg Met Xaa Ala 
305 310 315 320 

Arg Leu Xaa His Leu Gly lie Xaa Val Lys Xaa lie Glu Glu Asp Glu 
325 330 335 

Xaa Cys Xaa He Pro Met Gly Gly Xaa Leu Pro Val Xaa Pro Gin Arg 
340 345 350 

Val Val Gly Xaa Gly Gly Thr Ala Gly Xaa Val His Pro Ser Thr Gly 
355 360 365 

Tyr Met Val Ala Arg Thr Leu Ala Ala Ala Pro Xaa Val Ala Asn Ala 
370 375 380 

He Xaa Xaa Tyr Leu Xaa Ser Xaa Xaa Xaa Xaa Xaa Gly Xaa Xaa Leu 
385 390 395 400 

Ser Xaa Xaa Val Trp Xaa Asp Leu Trp Pro He Glu Arg Arg Arg Gin 
405 410 415 

Arg Glu Phe Phe Cys Phe Gly Met Asp He Leu Leu Lys Leu Asp Leu 
420 425 430 

Xaa Ala Thr Arg Arg Phe Phe Asp Ala Phe Phe Asp Leu Xaa Pro Xaa 
435 440 445 

Tyr Trp His Gly Phe Leu Ser Ser Arg Leu Xaa Leu Pro Glu Leu Xaa 
450 455 460 

Xaa Phe Gly Leu Ser Leu Phe Ser Xaa Ala Ser Asn Thr Ser Arg Xaa 
465 470 475 480 



/ 
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Tyr Leu Ser Ser Lys Val Asp Ser lie Thr Glu Ala Ser Asp Gly Leu 
210 215 220 

Arg Leu Val Ala Cys Asp Asp Asn Asn Val lie Pro Cys Arg Leu Ala 
225 230 235 240 

Thr Val Ala Ser Gly Ala Ala Ser Gly Lys Leu Leu Gin Tyr Glu Val 
245 250 255 

Gly Gly Pro Arg Val Cys Val Gin Thr Ala Tyr Gly Val Glu Val Glu 
260 265 270 

Val Glu Asn Ser Pro Tyr Asp Pro Asp Gin Met Val Phe Met Asp Tyr 
275 280 285 

Arg Asp Tyr Thr Asn Glu Lys Val Arg Ser Leu Glu Ala Glu Tyr Pro 
290 295 300 

Thr Phe Leu Tyr Ala Met Pro Met Thr Lys Ser Arg Leu Phe Phe Glu 
305 * 310 315 320 

Xaa Thr Cys Leu Ala Ser Lys Asp Val Met Pro Phe Asp Leu Leu Lys 
325 330 335 

Thr Lys Leu Met Leu Arg Leu Asp Thr Leu Gly lie Arg lie Leu Lys 
340 345 350 

Thr Tyr Glu Glu Glu Trp Ser Tyr He Pro Val Gly Gly Ser Leu Pro 
355 360 365 

Asn Thr Glu Gin Lys Asn Leu Ala Phe Gly Ala Ala Ala Ser Met Val 
370 375 380 

His Pro Ala Thr Gly Tyr Ser Val Val Arg Ser Leu Ser Glu Ala Pro 
385 390 395 400 

Lys Tyr Ala Ser Val He Ala Glu He Leu Arg Glu Glu Thr Thr Lys 
405 410 415 

Gin He Asn Ser Asn He Ser Arg Gin Ala Trp Asp Thr Leu Trp Pro 
420 425 430 

Pro Glu Arg Lys Arg Gin Arg Ala Phe Phe Leu Phe Gly Leu Ala Leu 
435 440 445 

He Val Gin Phe Asp Thr Glu Gly He Arg Ser Phe Phe Arg Thr Phe 
450 455 460 

Phe Arg Leu Pro Lys Trp Met Trp Gin Gly Phe Leu Gly Ser Thr Leu 
465 470 475 480 

Thr Ser Gly Asp Leu Val Leu Phe Ala Leu Tyr Met Phe Val He Ser 
485 490 495 

Pro Asn Asn Leu Arg Lys Gly Leu He Asn His Leu He Ser Asp Pro 
500 505 510 
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Thr Gly Ala Thr Met lie Lys Thr Tyr Leu Lys Val 
515 520 



<210> 22 
<211> 1898 
<212> DNA 

<213> Adonis palaestina 



<400> 22 

aaaggagtgt 

tttcttcttt 

acttggtgtt 

tagtagttca 

tcaagtgaga 

tgtggatgaa 

gcaaacaaag 

tggagaatcc 

tgcagaagct 

aaataattat 

gcatgcttgg 

tgcatatgga 

gtcaggtgta 

tagccttgta 

tggagcagct 

aaccgcttat 

attcatggac 

aacatttctc 

ggcctcaaaa 

gactctgggt 

tggttcttta 

gcatccagca 

tgtaattgca 

tgcagtaaac 

aagagcattc 

aacattcttt 

ttcactatca 

cagcatgagg 

aagagcttac 

atgaggatcc 

taaagtaaat 

tattgataca 



tctattaatg 

tctcttcaaa 

cgcaacctca 

aaactagctt 

gctgatggtg 

gaggatttta 

tctatggaga 

gtgatggact 

gctaagctag 

ggtgtgtggg 

aaggacacca 

cgagttagtc 

tcatatcttg 

gtttgtgaaa 

tcagggaaac 

ggggtggagg 

tacagagact 

tatgtcatgc 

gatgccatgc 

atccaagtta 

ccaaacacag 

acaggctatt 

aagattttga 

atttcaatgc 

tttctttttg 

agaaccttct 

tctttcgatc 

atgtcacttg 

ctcgaaaggt 

ttcgaatgtg 

gccgggtttg 

aaagtagttt 



ttactgtcgc 

acaacaaact 

tctcttcttg 

ataacataca 

gaagcgggag 

tcaaagctgg 

aacaggccaa 

tggttgtaat 

ggttgaaagt 

aagacgagtt 

tcgtatatct 

gacatttgct 

attctaaagt 

atgagatctt 

ttttggagta 

ttgaggtgga 

atatgcaaca 

ccatgtcgcc 

cattcgatct 

caaaagttta 

agcaaaagaa 

cggttgtacg 

agcaagataa 

aagcatggag 

gattagagct 

tccgcttgcc 

tcgtcttgtt 

tgagacattt 

agtctcatct 

tatatgatca 

atattgttgt 

ttttccttaa 



attcttgcaa 

aatgtgagca 

ccctgtgtgg 

tcgatatggt 

tagaagttct 

tggttctgag 

gctcgccgat 

aggttgtgga 

tggccttatt 

caaagatctt 

tgataatgat 

acatgaggag 

ggaaaggatc 

tatcccttgc 

tgaagtaggt 

gaacaatcca 

gaaattacag 

aacaagactt 

actgaagaga 

tgaagaggaa 

cctagcattt 

gtcactgtca 

ctctgcgtat 

cagtctttgg 

tattgtgcag 

aacttggatg 

ttccatgtac 

gctttcagat 

attattaaac 

tctctatgta 

gtcaaaccgg 

aaaaaaaa 



cacttatatt 

gagtatctgg 

acttttggaa 

tcttcttgta 

gttgcttata 

cttttgtttg 

aagttgccac 

cctgctggtc 

ggtcctgatc 

ggacttgaac 

gctcctgtcc 

ttgctgaaaa 

actgaagctg 

aggcttgcta 

ggccctcgtg 

tacgatccca 

tgctcggaag 

ttttttgagg 

aaactgatgt 

tggtcatata 

ggtgctgcag 

gaagctccaa 

gtggtttctg 

ccaaaggagc 

ctagatattg 

tggtggggtt 

atgtttgttt 

ccttctggtg 

tctagtgttt 

tatcctgtac 

ccaatgatat 



caaactccat 

ctatggaact 

caagaaacct 

gagtagattt 

aagagggttt 

tccaaatgca 

caataccttt 

tttcactggc 

ttccttttac 

gttgtatcga 

ttattggtcg 

ggtgtgtgga 

gtgatggcca 

ctgttgcatc 

tttgtgtcca 

acttaatggt 

aagaatatcc 

aaacctgttt 

cacgattgaa 

ttcctgttgg 

caagcatggt 

aatatgcttc 

gacaaagtag 

gaaaacgtca 

aagcaaccag 

tccttgggtc 

tggcgccaaa 

cagttatggt 

caccaaataa 

tctaatctca 

aaagtaaatt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1898 



<210> 23 
<211> 529 
<212> PRT 

<213> Adonis palaestina 
<400> 23 

Met Glu Leu Leu Gly Val Arg Asn Leu He Ser Ser Cys Pro Val Trp 
1 5 10 15 

Thr Phe Gly Thr Arg Asn Leu Ser Ser Ser Lys Leu Ala Tyr Asn He 
20 25 30 

His Arg Tyr Gly Ser Ser Cys Arg Val Asp Phe Gin Val Arg Ala Asp 
35 40 45 
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Gly Gly Ser Gly Ser Arg Ser Ser Val Ala Tyr Lys Glu Gly Phe Val 
50 55 60 

Asp Glu Glu Asp Phe lie Lys Ala Gly Gly Ser Glu Leu Leu Phe Val 
65 70 75 80 

Gin Met Gin Gin Thr Lys Ser Met Glu Lys Gin Ala Lys Leu Ala Asp 
85 90 95 

Lys Leu Pro Pro lie Pro Phe Gly Glu Ser Val Met Asp Leu Val Val 
100 105 110 

lie Gly Cys Gly Pro Ala Gly Leu Ser Leu Ala Ala Glu Ala Ala Lys 
115 120 125 

Leu Gly Leu Lys Val Gly Leu He Gly Pro Asp Leu Pro Phe Thr Asn 
130 135 140 

Asn Tyr Gly Val Trp Glu Asp Glu Phe Lys Asp Leu Gly Leu Glu Arg 
145 150 155 160 

Cys He Glu His Ala Trp Lys Asp Thr He Val Tyr Leu Asp Asn Asp 
165 170 175 

Ala Pro Val Leu He Gly Arg Ala Tyr Gly Arg Val Ser Arg His Leu 
180 185 190 

Leu His Glu Glu Leu Leu Lys Arg Cys Val Glu Ser Gly Val Ser Tyr 
195 200 205 

Leu Asp Ser Lys Val Glu Arg He Thr Glu Ala Gly Asp Gly His Ser 
210 215 220 

Leu Val Val Cys Glu Asn Glu He Phe He Pro Cys Arg Leu Ala Thr 
225 230 235 240 

Val Ala Ser Gly Ala Ala Ser Gly Lys Leu Leu Glu Tyr Glu Val Gly 
245 250 255 

Gly Pro Arg Val Cys Val Gin Thr Ala Tyr Gly Val Glu Val Glu Val 
260 265 270 

Glu Asn Asn Pro Tyr Asp Pro Asn Leu Met Val Phe Met Asp Tyr Arg 
275 280 285 

Asp Tyr Met Gin Gin Lys Leu Gin Cys Ser Glu Glu Glu Tyr Pro Thr 
290 295 300 

Phe Leu Tyr Val Met Pro Met Ser Pro Thr Arg Leu Phe Phe Glu Glu 
305 310 315 320 

Thr Cys Leu Ala Ser Lys Asp Ala Met Pro Phe Asp Leu Leu Lys Arg 
325 330 335 

Lys Leu Met Ser Arg Leu Lys Thr Leu Gly He Gin Val Thr Lys Val 
340 345 350 
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Tyr Glu Glu Glu Trp Ser Tyr lie Pro Val Gly Gly Ser Leu Pro Asn 
355 360 365 

Thr Glu Gin Lys Asn Leu Ala Phe Gly Ala Ala Ala Ser Met Val His 
370 375 380 

Pro Ala Thr Gly Tyr Ser Val Val Arg Ser Leu Ser Glu Ala Pro Lys 
385 390 395 400 

Tyr Ala Ser Val lie Ala Lys lie Leu Lys Gin Asp Asn Ser Ala Tyr 
405 410 415 

Val Val Ser Gly Gin Ser Ser Ala Val Asn lie Ser Met Gin Ala Trp 
420 425 430 

Ser Ser Leu Trp Pro Lys Glu Arg Lys Arg Gin Arg Ala Phe Phe Leu 
435 440 445 

Phe Gly Leu Glu Leu lie Val Gin Leu Asp lie Glu Ala Thr Arg Thr 
450 455 460 

Phe Phe Arg Thr Phe Phe Arg Leu Pro Thr Trp Met Trp Trp Gly Phe 
465 470 475 480 

Leu Gly Ser Ser Leu Ser Ser Phe Asp Leu Val Leu Phe Ser Met Tyr 
485 490 495 

Met Phe Val Leu Ala Pro Asn Ser Met Arg Met Ser Leu Val Arg His 
500 505 510 

Leu Leu Ser Asp Pro Ser Gly Ala Val Met Val Arg Ala Tyr Leu Glu 
515 520 525 

Arg 



<210> 24 
<211> 1378 
<212> DNA 

<213> Solanum tuberosum 
<220> 

<221> modif ied_base 
<222> (7) . . (11) 

<223> a, t, c, g, unknown or other 
<220> 

<221> modif ied_base 
<222> (1020) 

<223> a, t, c, g, unknown or other 
<220> 

<221> modif ied_base 

<222> (1179) . . (1180) 

<223> a, t, c, g, unknown or other 

<220> 
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<221> modif ied_base 
<222> (1330) 

<223> a, t, c, g, unknown or other 



<400> 24 

tagcggnnnn naggatgagt tcaaagatct 
gcgggatacc attgtatatc ttgatgatga 
aagagttagt cgccatttac tgcacgagga 
tttgtatcta aactcgaaag tggataggat 
agagtgcgag ggtgatgttg tgattccctg 
ctcggggaaa ttcttgcagt atgagttggg 
tggagtggaa gttgaggtcg ataacaatcc 
ttatagagac tatgtcagac acgacgctca 
ctatgccatg cccatgtctc caacacgagt 
agatgcaatg ccattcgatc tgttaaagaa 
tgtaagaatt aaagaaattt atgaggagga 
gccaaataca gaacaaaaaa cacttgcatt 
cacaggttat tcagtcgtca gatcactgtc 
aaatatatta cgacaaaatc atagcaagaa 
ttcaactcaa gcttggaaca ctctttggcc 
cctatttgga ctggctctga tattgcagct 
cgcgttcttc cgtgtgccaa aatggatgtg 
agcagacctc atgttatttg ccttctacat 
aggcttaatc agacatcttt tatctgatcc 
tacattttag agtaaattcc tcctacaata 
attcataaca gaaatcgcgg tctctcgagg 
attgcttgaa taagttgcac agtttcagtt 
atgtattgan ccaatttata tacattgcca 



tggtcttcaa gcctgcattg aacatgtttg 60 
tgatcctatt cttattggcc gtgcctatgg 120 
gttactcaaa aggtgtgtgg aggcaggtgt 180 
tgttgaggcc acaaatggcc acagtcttgt 240 
caggtttgtg actgttgcat cgggagcagc 300 
aggtcctaga gtttctgttc aaacagctta 360 
atttgacccg agcctgatgg ttttcatgga 420 
atctttagaa gctaaatatc caacatttct 480 
ctttttcgag gaaacttgtt tggcttcaaa 540 
aaaattgatg ttacgattga acaccctcgg 600 
atggtcttac ataccagttg gaggatcttt 660 
tggtgctgct gctagcatgg ttcatccagc 720 
tgaagctcca aaatgcgcct tcgtgcttgc 780 
tatgcttact agttcaagta ccccgagtat 840 
acaagaacga aaacgacaaa gatcgttttt 900 
ggatattgag gggataaggt catttttccg 960 
gcagggattt cttggttcaa gtctttcttn 1020 
gtttattatt gcaccaaatg acatgagaag 1080 
tactggtgca acattgataa gaacttatct 1140 
gttgttgaan nagaggcctc attacttcag 1200 
ccttgtatat aacattttca ctaggttaat 1260 
tttgtatctg cttctttttt gtccaagatc 1320 
gtatatataa attttataaa aaaaaaaa 1378 



<210> 25 
<211> 378 
<212> PRT 

<213> Solanum tuberosum 
<220> 

<2 21> MOD_RES 
<222> (336) 

<223> Variable amino acid 
<400> 25 

Asp Glu Phe Lys Asp Leu Gly Leu Gin Ala Cys lie Glu His Val Trp 
15 10 15 

Arg Asp Thr lie Val Tyr Leu Asp Asp Asp Asp Pro lie Leu lie Gly 
20 25 30 

Arg Ala Tyr Gly Arg Val Ser Arg His Leu Leu His Glu Glu Leu Leu 
35 40 45 

Lys Arg Cys Val Glu Ala Gly Val Leu Tyr Leu Asn Ser Lys Val Asp 
50 55 60 

Arg lie Val Glu Ala Thr Asn Gly His Ser Leu Val Glu Cys Glu Gly 
65 70 75 80 



Asp Val Val lie Pro Cys Arg Phe Val Thr Val Ala Ser Gly Ala Ala 
85 90 95 
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Ser Gly Lys Phe Leu Gin Tyr Glu Leu Gly Gly Pro Arg Val Ser Val 
100 105 110 

Gin Thr Ala Tyr Gly Val Glu Val Glu Val Asp Asn Asn Pro Phe Asp 
115 120 125 

Pro Ser Leu Met Val Phe Met Asp Tyr Arg Asp Tyr Val Arg His Asp 
130 135 140 

Ala Gin Ser Leu Glu Ala Lys Tyr Pro Thr Phe Leu Tyr Ala Met Pro 
145 150 155 160 

Met Ser Pro Thr Arg Val Phe Phe Glu Glu Thr Cys Leu Ala Ser Lys 
165 170 175 

Asp Ala Met Pro Phe Asp Leu Leu Lys Lys Lys Leu Met Leu Arg Leu 
180 185 190 

Asn Thr Leu Gly Val Arg lie Lys Glu lie Tyr Glu Glu Glu Trp Ser 
195 200 205 

Tyr lie Pro Val Gly Gly Ser Leu Pro Asn Thr Glu Gin Lys Thr Leu 
210 215 220 

Ala Phe Gly Ala Ala Ala Ser Met Val His Pro Ala Thr Gly Tyr Ser 
225 230 235 240 

Val Val Arg Ser Leu Ser Glu Ala Pro Lys Cys Ala Phe Val Leu Ala 
245 250 255 

Asn lie Leu Arg Gin Asn His Ser Lys Asn Met Leu Thr Ser Ser Ser 
260 265 270 

Thr Pro Ser He Ser Thr Gin Ala Trp Asn Thr Leu Trp Pro Gin Glu 
275 280 285 

Arg Lys Arg Gin Arg Ser Phe Phe Leu Phe Gly Leu Ala Leu He Leu 
290 295 300 

Gin Leu Asp He Glu Gly He Arg Ser Phe Phe Arg Ala Phe Phe Arg 
3 °5 310 315 320 

Val Pro Lys Trp Met Trp Gin Gly Phe Leu Gly Ser Ser Leu Ser Xaa 
325 330 335 

Ala Asp Leu Met Leu Phe Ala Phe Tyr Met Phe He He Ala Pro Asn 
340 345 350 

Asp Met Arg Arg Gly Leu He Arg His Leu Leu Ser Asp Pro Thr Gly 
355 360 365 

Ala Thr Leu He Arg Thr Tyr Leu Thr Phe 
370 375 



<210> 26 
<211> 533 
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<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Chimeric 
lettuce /potato 

<220> 

<221> MOD_RES 
<222> (491) 

<223> Variable amino acid 
<400> 26 

Met Glu Cys Phe Gly Ala Arg Asn Met Thr Ala Thr Met Ala Val Phe 
15 10 15 

Thr Cys Pro Arg Phe Thr Asp Cys Asn lie Arg His Lys Phe Ser Leu 
20 25 30 

Leu Lys Gly Arg Arg Phe Thr Asn Leu Ser Ala Ser Ser Ser Leu Arg 
35 40 ' 45 

Gin lie Lys Cys Ser Ala Lys Ser Asp Arg Cys Val Val Asp Lys Gin 
50 55 60 

Gly lie Ser Val Ala Asp Glu Glu Asp Tyr Val Lys Ala Gly Gly Ser 
65 70 75 80 

Glu Leu Phe Phe Val Gin Met Gin Arg Thr Lys Ser Met Glu Ser Gin 
85 90 95 

Ser Lys Leu Ser Glu Lys Leu Ala Gin lie Pro lie Gly Asn Cys lie 
100 105 110 

Leu Asp Leu Val Val He Gly Cys Gly Pro Ala Gly Leu Ala Leu Ala 
115 120 125 

Ala Glu Ser Ala Lys Leu Gly Leu Asn Val Gly Leu He Gly Pro Asp 
130 135 140 

Leu Pro Phe Thr Asn Asn Tyr Gly Val Trp Gin Asp Glu Phe He Gly 
145 150 155 160 

Leu Gly Leu Glu Gly Cys He Glu His Ser Trp Lys Asp Thr Leu Val 
165 170 175 

Tyr Leu Asp Asp Ala Asp Pro He Arg He Gly Arg Ala Tyr Gly Arg 
180 185 190 

Val His Arg Asp Leu Leu His Glu Glu Leu Leu Arg Arg Cys Val Glu 
195 200 205 

Ser Gly Val Ser Tyr Leu Ser Ser Lys Val Glu Arg He Thr Glu Ala 
210 215 220 

Pro Asn Gly Tyr Ser Leu He Glu Cys Glu Gly Asn He Thr He Pro 
225 230 235 240 
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Cys Arg Leu Ala Thr Val Ala Ser Gly Ala Ala Ser Gly Lys Phe Leu 
245 250 255 

Glu Tyr Glu Leu Gly Gly Pro Arg Val Ser Val Gin Thr Ala Tyr Gly 
260 265 270 

Val Glu Val Glu Val Asp Asn Asn Pro Phe Asp Pro Ser Leu Met Val 
275 280 285 

Phe Met Asp Tyr Arg Asp Tyr Val Arg His Asp Ala Gin Ser Leu Glu 
290 295 300 

Ala Lys Tyr Pro Thr Phe Leu Tyr Ala Met Pro Met Ser Pro Thr Arg 
305 310 315 320 

Val Phe Phe Glu Glu Thr Cys Leu Ala Ser Lys Asp Ala Met Pro Phe 
325 330 335 

Asp Leu Leu Lys Lys Lys Leu Met Leu Arg Leu Asn Thr Leu Gly Val 
340 345 350 

Arg lie Lys Glu lie Tyr Glu Glu Glu Trp Ser Tyr lie Pro Val Gly 
355 360 365 

Gly Ser Leu Pro Asn Thr Glu Gin Lys Thr Leu Ala Phe Gly Ala Ala 
370 375 380 

Ala Ser Met Val His Pro Ala Thr Gly Tyr Ser Val Val Arg Ser Leu 
385 390 395 400 

Ser Glu Ala Pro Lys Cys Ala Phe Val Leu Ala Asn lie Leu Arg Gin 
405 410 415 

Asn His Ser Lys Asn Met Leu Thr Ser Ser Ser Thr Pro Ser lie Ser 
420 425 430 

Thr Gin Ala Trp Asn Thr Leu Trp Pro Gin Glu Arg Lys Arg Gin Arg 
435 440 445 

Ser Phe Phe Leu Phe Gly Leu Ala Leu He Leu Gin Leu Asp He Glu 
450 455 460 

Gly He Arg Ser Phe Phe Arg Ala Phe Phe Arg Val Pro Lys Trp Met 
465 470 475 480 

Trp Gin Gly Phe Leu Gly Ser Ser Leu Ser Xaa Ala Asp Leu Met Leu 
485 490 495 

Phe Ala Phe Tyr Met Phe He He Ala Pro Asn Asp Met Arg Arg Gly 
500 505 510 

Leu He Arg His Leu Leu Ser Asp Pro Thr Gly Ala Thr Leu He Arg 
515 520 525 

Thr Tyr Leu Thr Phe 
530 
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<210> 27 
<211> 374 
<212> PRT 

<213> Arabidopsis thaliana 



<400> 27 
Glu Asp Glu Phe 
1 



Trp Arg Glu Thr 
20 

Gly Arg Ala Tyr 
35 

Leu Arg Arg Cys 
50 

Asp Ser lie Thr 
65 



Asp Asn Asn Val 



Ala Ser Gly Lys 
100 

Val Gin Thr Ala 
115 



Asp Pro Asp Gin 
130 

Lys Val Arg Ser 
145 



Pro Met Thr Lys 



Lys Asp Val Met 
180 

Leu Asp Thr Leu 
195 

Ser Tyr lie Pro 
210 

Leu Ala Phe Gly 
225 



Ser Val Val Arg 



Ala Glu lie Leu 
260 



Asn Asp Leu Gly 
5 

lie Val Tyr Leu 



Gly Arg Val Ser 
40 

Val Glu Ser Gly 
55 

Glu Ala Ser Asp 
70 

lie Pro Cys Arg 
85 



Leu Leu Gin Tyr 



Tyr Gly Val Glu 
120 

Met Val Phe Met 
135 

Leu Glu Ala Glu 
150 

Ser Arg Leu Phe 
165 

Pro Phe Asp Leu 



Gly lie Arg lie 
200 

Val Gly Gly Ser 
215 

Ala Ala Ala Ser 
230 

Ser Leu Ser Glu 
245 

Arg Glu Glu Thr 



Leu Gin Lys Cys 
10 

Asp Asp Asp Lys 
25 

Arg Arg Leu Leu 



Val Ser Tyr Leu 
60 

Gly Leu Arg Leu 
75 

Leu Ala Thr Val 
90 

Glu Val Gly Gly 
105 

Val Glu Val Glu 



Asp Tyr Arg Asp 
140 

Tyr Pro Thr Phe 
155 

Phe Glu Glu Thr 
170 

Leu Lys Thr Lys 
185 

Leu Lys Thr Tyr 



Leu Pro Asn Thr 
220 

Met Val His Pro 
235 

Ala Pro Lys Tyr 
250 

Thr Lys Gin lie 
265 



lie Glu His Val 
15 

Pro lie Thr lie 
30 

His Glu Glu Leu 
45 

Ser Ser Lys Val 



Val Ala Cys Asp 
80 

Ala Ser Gly Ala 
95 



Pro Arg Val Cys 
110 



Asn Ser Pro Tyr 
125 

Tyr Thr Asn Glu 



Leu Tyr Ala Met 
160 

Cys Leu Ala Ser 
175 

Leu Met Leu Arg 
190 

Glu Glu Glu Trp 
205 

Glu Gin Lys Asn 



Ala Thr Gly Tyr 
240 

Ala Ser Val He 
255 

Asn Ser Asn He 
270 



w 



Ser Arg Gin Ala Trp Asp Thr Leu 
275 280 

Arg Ala Phe Phe Leu Phe Gly Leu 
290 295 

Glu Gly lie Arg Ser Phe Phe Arg 
305 310 

Met Trp Gin Gly Phe Leu Gly Ser 
325 

Leu Phe Ala Leu Tyr Met Phe Val 
340 

Gly Leu lie Asn His Leu lie Ser 
355 360 

Lys Thr Tyr Leu Lys Val 
370 



41 

Trp Pro Pro Glu Arg Lys Arg Gin 
285 

Ala Leu lie Val Gin Phe Asp Thr 
300 

Thr Phe Phe Arg Leu Pro Lys Trp 
315 320 

Thr Leu Thr Ser Gly Asp Leu Val 
330 335 

lie Ser Pro Asn Asn Leu Arg Lys 
345 350 

Asp Pro Thr Gly Ala Thr Met lie 
365 



<210> 28 
<211> 1002 
<212> DNA 

<213> Adonis palaestina 
<400> 28 

attcatcttc agcagcgctg tcgtactctt 
cgccgacggt tgaatcggct attcgcctca 
ggaatggatg ctgttcagaa gcggctcatg 
aatgacaagg tcgtcgggca tgattccaaa 
gcagaaaatt tgcttcacag agccttcagt 
cttcttcagc aacgatccgc cacaaaggta 
tgcagtcatc ctctctttcg tgattccgag 
aacgctgcac aaagaaagct tttagacgag 
gatgaattta ctcctcttgg tcgcattctt 
gagcacgaat tggactatct cctatttatt 
gatgaagttg ctgatgctaa gtatgttaat 
gctgatgctg gtgaagaggg actcaagttg 
tttttgttca agtggtggga tcatgtagag 
aaaactatcc acaagttgac ttaagaggac 
gctacaataa gtgggtggtg ataagcagtt 
atttgcctcg atgttgaact tgtaacatat 
tttgaggctg aatttatatt tttgggaaca 



tctatatctt cttccatcac taacagtagt 60 
acgtcaacta tgggtgaagt cactgatgct 120 
ttcgacgacg aatgtatttt ggtggatgag 180 
tacaactgtc atttgatgga aaagatagag 2 40 
gttttcttgt tcaactcaaa atatgaattg 300 
acattcccgc tcgtatggac aaacacatgt 3 60 
ctcatagaag aaaattatct cggtgtacga 420 
ctaggcattc cagctgaaga tgtcccagtt 480 
tacaaagctc catctgacgg caaatgggga 540 
gtccgagatg tgaaatacga tccaaaccca 600 
cgcgaggagt tgagagagat actgagaaaa 6 60 
tctccttggt ttagattggt tgttgataac 72 0 
cagggtacga ttaaggaagt tgctgacatg 780 
ttctctcctc tgttctacta tttgtttttt 840 
tttctgtttt ctttaattta tggcttttga 900 
ttagacaaat atgagacctt gtaagttgaa 9 60 
taataatgtt aa 1002 



<210> 29 
<211> 1270 
<212> DNA 

<213> Adonis palaestina 
<400> 29 

ttttaaagct ctttcgctcc accaccatca 
aaaaacaccg ctttgggctt tggcccctcc 
taaaccagta attctcggtt ttaatttgtt 
agaattatgt cgtcgatcag gattaatcct 
acattatcag cttcgtgttc ttctcccgct 



aagccagcca aatttctctg tacaaaagtt 60 
atatcggaat ccttgtttac gatacgcatc 120 
tcctaaatta ggcccctttc cggaatcccg 180 
ttatatagta tcttctccac caccactaaa 240 
gttcatcttc agcagcgttg tcgtactctt 300 
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tctatttctt 
acgtcgacta 
ttcgacgatg 
tacaactgtc 
gttttcttat 
acattcccgc 
ctcatagaag 
ctaggcattc 
tacaaagctc 
gtccgagatg 
cgcgaggagt 
tctccttggt 
gaggggaaga 
gtctcttaag 
tatgcttcct 
agtcaaatat 
aaaaaaaaaa 



cttccatcac 
tgggtgaagt 
aatgtatttt 
atttgatgga 
tcaactcaaa 
tcgtatggac 
aaaattttct 
cagctgaaga 
catctgacgg 
tgaaatacga 
tgaaagagat 
ttagattggt 
ttaaggacgt 
ttctactatt 
ttaattttgg 
gagaccttgt 



taacagtcct 
cgctgatgct 
ggtggatgag 
aaagatagag 
atacgagttg 
aaacacctgt 

cggggtacga 

cgtaccagtt 
aaaatgggga 
tccaaaccca 
actgagaaaa 
tgtggataac 
cgccgacatg 
tggtttttgc 
cttttcaatt 
gagttgaatt 



cgccgagggt 
ggtatggatg 
aatgacaagg 
gcagaaaact 
cttcttcagc 
tgcagccatc 
aacgctgcac 
gatgaattca 
gagcacgaac 
gatgaagttg 
gctgatgcag 
tttttgttca 
aaaactatcc 
ttcaataagt 
tgctttatgt 
tgaggttata 



tgaatcggct 
ccgtccagaa 
tcgtcggaca 
tgcttcacag 
aacgatctgc 
ccctcttccg 
aaaggaagct 
ctcctcttgg 
tggactatct 
ctgacgctaa 
gtgaagaggg 
agtggtggga 
acaagttgac 
ggatggtgat 
gttgaacttg 
tttatagttt 



gttcgcctca 
gcggcttatg 
tgattccaaa 
agccttcagt 
aacgaaggta 
tgattccgaa 
tttagacgag 
tcgcattctt 
tctgtttatt 
gtacgttaat 
aataaagttg 
tcatgtagag 
ttaagagaaa 
gagcagtttt 
taacatattt 
tgggaacata 



360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1270 



<210> 30 
<211> 1109 
<212> DNA 

<213> Haematococcus pluvialis 
<400> 30 

tggaacctgg cccggcggca gtccgatgcc 
acgcatatcc cgcgcgtgaa ctccgcccag 
tttaagctca ggagcatgca gctgcttgcc 
agcacctggg caggcgggca gtcgcaggat 
gtggatgctg acgacaacat cacaggccat 
ccacatcagc ctgcaggcct gctgcaccgg 
gggcgactgc tgctgcaaca gcgtgcacgc 
aacacctgct gcagccaccc tctacatggg 
caggtggccg acggcacagt acctggcgca 
gagctgggga taccagcgca ccagctgccg 
cactactgtg ccgcggacgt gcagccggct 
gagatggact acatcttatt catccgggcc 
gtggacgaag tcaggtacgt gacgcaagag 
gggttgcaat ggtcgccgtg gtttcgcatc 
gctgacctgg acgcggccct aaacactgac 
atcaacgaag cgtgaaggca gaagctgcag 
cgtacttggc agcttcgtat ctcctttttc 
ggtgcatcat attcatcgtc tctcttttgt 
tgaatccttt acaactttca aaaaaaaaa 



gcgatgcttc gttcgttgct cagaggcctc 60 
cagcccagct gtgcacacgc gcgactccag 120 
gaggaccgca cagaccacat gaggggtgca 180 
gagctgatgc tgaaggacga gtgcatctta 240 
gccagcaagc tggagtgcca caaattccta 3 00 
gccttctctg tgttcctgtt tgacgaccag 360 
tcaaaaatca ccttcccaag tgtgtggacg 420 
cagaccccag atgaggtgga ccaactaagc 4 80 
aaagctgctg ccatccgcaa gttggagcac 540 
gcaagcgcgt ttcgcttcct cacgcgtttg 600 
gcgacacaat cagcgctctg gggcgagcac 660 
aacgtcacct tggcgcccaa ccctgacgag 72 0 
gagctgcggc agatgatgca gccggacaac 780 
atcgccgcgc gcttccttga gcgttggtgg 840 
aaacacgagg attggggaac ggtgcatcac 900 
gatgtgaaga cacgtcatgg ggtggaattg 9 60 
tgagactgaa cctgcagagc tagagtcaat 102 0 
tttagactaa tctgtagcta gagtcactga 1080 

1109 



<210> 31 
<211> 985 
<212> DNA 

<213> Lactuca sativa 
<400> 31 

tgccaaaatg ttgaaatttc ccccttttaa 
ttcttccttc ttgctgcctc ggaaatcttc 
tagtgttttc ctccaccctc tttcgtctgc 
ccagcgacgt ctcatgttcg atgacgaatg 
tggccatgat actaaataca attgtcattt 
acacagagca ttcagtgtgt tcttgttcaa 



aaccattgct accatgatct cttctccata 60 
tttccctcca atgccgtctc tcgcagccgc 120 
cgctatgggc gattccagca tggatgctgt 180 
cattttggtg gatgagaatg acaaagtggt 240 
gatggagaag attgaaaagg gaaatatgct 300 
ctcgaaatat gaattactcc ttcagcaacg 3 60 
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ttctgcaacc 
atacagggag 
gaagctcctg 
attgggtcgc 
ttacctgctg 
tgtaaaatat 
agagggtgtg 
gtgggatcga 
actcacataa 
gaaattgaaa 
tttgctacct 



aaggtgactt 
agtgagctta 
gatgaactcg 
attctataca 
tttatggtac 
gtgaaccggg 
aagctgtccc 
ctccataagg 
aaacactaca 
ttcagatgaa 
tatcagaaaa 



tccctttggt 
ttgacgaaaa 
gcatccctgg 
aggccgcatc 
gtgatgttgg 
aagagctgaa 
cgtggttcaa 
gaaccctaac 
ctagtaggag 
tgcttgtatt 
aaaaa 



atggacaaac 
cgcccttggg 
agcagatgtt 
ggatggaaag 
tttggatccg 
ggaattggta 
attgattgtc 
cgaagctatt 
agaggattat 
tatttctatt 



acgtgttgca 
gtgaggaatg 
ccggttgatg 
tggggagaac 
aacccagatg 
aggaaggcgg 
gataatttct 
gatatgaaaa 
atgagatatt 
tggacaaact 



gccatccact 420 
ctgcacagag 480 
agttcactcc 540 
atgaacttga 600 
aagtgaaaga 660 
atgctggtga 720 
tgtttcagtg 780 
caatccacaa 840 
tgttatatgt 900 
tcaacttctt 960 
985 



<210> 32 
<211> 988 
<212> DNA 

<213> Lactuca sativa 



<400> 32 

tattcgcttc 

tccgccggcg 

ctgtccagag 

ttcttgggca 

tgcttcatag 

aaaggtcaga 

cactatacag 

agaggaagct 

caactttagg 

ttgattacct 

cggacattag 

gtgaggaggg 

aatggtggga 

ataagttgat 

tgttcaagtc 

tattgtgtac 

cgttaattta 



aaaatctctt 
cactttcacc 
acgtctcatg 
tgataccaaa 
agcattcagt 
aaccaaggtg 
agaatcggag 
tctagatgaa 
tcgcatgttg 
actcttcctc 
atacgtgaac 
tttgaaattg 
tcatgtccaa 
atgaaaaatg 
tcggtccttc 
ttgtaacgta 
aaaaaaaaaa 



ccattaactg 
accataaccg 
tttgatgatg 
tacaattgtc 
gtatttttat 
acatttcctt 
ttaattcccg 
ctcggtatcc 
tacaaggctc 
gtgcgtgacg 
caagaagagt 
tccccatggt 
aaggggacac 
gttaatattt 
tttttttaac 
ggccctttgg 
aaaaaaaa 



ctcaaatctc 
ccgccatggg 
aatgcatttt 
acttgatgga 
tcaattcaaa 
tggtatggac 
aaaatgccct 
ctgctgaaga 
catctgatgg 
ttgccgtgaa 
taaaagagtt 
ttaggctagt 
tcaatgaagc 
atggtggtgg 
gttttttttt 
ttacgcttta 



caccttcgcc 
tgacgattcc 
ggttgatgaa 
gaagattgag 
atacgaatta 
aaacacctgt 
tggggtcaga 
tgttccagtt 
aaaatggggt 
cccaaaccct 
actaaggaag 
ggtggacaac 
aattgacatg 
tttggagcta 
tttcttttat 
agagtttaat 



ggtcttaatc 
ggcatggacg 
aatgacaatg 
aaagataatt 
ctccttcagc 
tgcagccatc 
aatgctgcac 
gatgagttca 
gaacatgaag 
gatgaggtgg 
gcggatgcgg 
ttcttgttca 
aaaaccattc 
ataatttgtg 
tgggagtgtt 
aaagaaccac 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

988' 



<210> 33 
<211> 1874 
<212> DNA 

<213> Chlamydomonas reinhardtii 



<400> 33 

ggcacgagct 

attactcaag 

ctaccgagca 

cagtttcatc 

gcgcctcgcg 

aggactttca 

cacgggcctg 

ggaccggctg 

ccagccctgc 

actgctgctg 

ctgctgctcg 

agcctcgggc 

ggggataccg 

ctgcgccgcc 



cgagtttgtt 
taactcgcgg 
gcattgcttt 
gagcccaagc 
caaagccgtg 
caggctcaaa 
agccaggatg 
ctaggcaccg 
ggccgcctgc 
cagcagcgcg 
cacccgctgg 
caggtgccgg 
ccggagcagg 
gacaccgcca 



ttaccatgac 
caacacattt 
agatcgcttt 
ccagagcgca 
ctctcgttgc 
gcgttgcggt 
acttcatgca 
ccaacaagta 
accgcgcctt 
cagccagcaa 
cgggccaggc 
gcatcaaggc 
ttcccgcctc 
cgcacggccc 



atcgggaatt 
cgcgcgccat 
gatgtcataa 
acctgtctta 
gcgtgtcagc 
gcgaatggcg 
gcgggacgag 
cgactgccac 
ctccgtgttc 
ggtgacgttc 
gccggacgag 
ggcggcggtg 
ctccttctcc 
ggcggcggag 



tggaagcttg 
cgctgttttc 
actcccactt 
agccgcggca 
tccgccctgt 
agttcgtcaa 
tgcttggtgg 
cgcttcgagg 
ctgttcagcc 
ccgggtgtgt 
gtggacctgc 
cgcaagctgc 
ttcctcacgc 
tggggcgagc 



aactacctca 
tctgctccag 
atatgagatc 
gggcgtccat 
ggccgggagc 
cctgggaagg 
tggacgagca 
cggccaaggg 
ccgacggccg 
ggaccaacac 
cggcggcggt 
agcacgagct 
gtctgcacta 
acgaggtgga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 
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ctacgtgctg ttcgtgcggc cgcagcagcc cgtcagcctg cagcccaacc cagacgaggt 900 
ggacgccacg cgctacgtga cgctgccgga gcttcagtcc atgatggcgg accccggcct 960 
cagctggagc ccctggttcc gcatcctggc cacacagccc gccttcctgc ccgcctggtg 1020 
gggcgacctg aagcggcgct ggcgcccggg cggcagccga ctgtcggact ggggcaccat 1080 
ccaccgcgtc atgtgaagaa aaaggggaag caggggcggg agcgggggat gaatgggaat 1140 
gtgaatgcga ttgtgatgcg gcgtgggatg aggtctgaag acagggggaa aatcgggggg 1200 
cgggcgtgag cgtgtgtgta cgtgagcgac aaagccggga ggcggaccgc gcgatgggta 1260 
catgtgtgtg cggagggtcg gtgggtcggt cggttgcgcg gcatagcgtg ttgtgtgtgt 1320 
gcggctgcag gggtatgtgg gcacccgggc acggaggaga aggcacacgc aggtggcgcg 1380 
gaggtgtgtc aggggccatg ggcgggcctc actcctggtc gtgcccagtg gtctcgtggg 1440 
cagagtggca ggggctgcac ccatatgagc ggcgcactgc cgcgctgggc taagtcctta 1500 
tcacttggtg aggtggggcg aggtggctgt gggcggcggg cgcagtggca gaaggacacg 1560 
gtgtgtgagc ggtggagctc tggccgtgcc ggccgtgagg ggcggatagc gatatgacgt 1620 
tgtgcttggc cgctgtaatg cgggagaatg tgcaggccgc gagaagcggg cggtggcagg 1680 
aggccgcagg ctgcagcacc cgttggggag gtgccacctg caggcgcggc gccgggcggg 1740 
cctgagtaat gggcgcctga gtagtggcgg ccacaggagg cgcaggaggc agcagcagga 1800 
ggacgagctg gagggacccg ttggcaaccc aaggttgcgc gtgtaacata gtggccatac 1860 
aaaaaaaaaa aaaa 1874 



<210> 34 
<211> 956 
<212> DNA 

<213> Tagetes erecta 
<220> 

<2 21> modif ied_base 
<222> (565) 

<223>a, t, c, g, unknown or other 
<220> 

<221> modif ied_base 
<222> (569) 

<223>a, t # c, g, unknown or other 
<400> 34 

ccaaaaacaa ctcaaatctc ctccgtcgct cttactccgc catgggtgac gactccggca 60 
tggatgctgt tcagcgacgt ctcatgtttg acgatgaatg cattttggtg gatgagtgtg 120 
acaatgtggt gggacatgat accaaataca attgtcactt gatggagaag attgaaacag 180 
gtaaaatgct gcacagagca ttcagcgttt ttctattcaa ttcaaaatac gagttacttc 240 
ttcagcaacg gtctgcaacc aaggtgacat ttcctttagt atggaccaac acctgttgca 300 
gccatccact ctacagagaa tccgagcttg ttcccgaaaa cgcccttgga gtaagaaatg 3 60 
ctgcacagag gaagctgttg gatgaactcg gtatccctgc tgaagatgtt cccgttgatc 42 0 
agtttactcc tttaggtcgc atgctctaca aggctccatc tgatggaaag tggggagaac 480 
atgaacttga ctacctactt ttcatagtga gagacgttgc tgtaaacccg aacccagatg 540 
aagtggcgga tatcaaatat gtganccang aagagttaaa ggagctgcta aggaaagcag 60 0 
atgcggggga ggagggtttg aagctgtctc catggttcag gttagtggtt gataacttct 660 
tgttcaagtg gtgggatcat gtgcaaaagg gtacactcac tgaagcaatt gatatgaaaa 72 0 
ccatacacaa gctgatatag aaacacaccc tcaaccgaaa agttcaagcc taataattcg 780 
ggttgggtcg ggtctaccat caattgtttt tttcttttaa gaagttttaa tctctatttg 840 
agcatgttga ttcttgtctt ttgtgtgtaa gattttgggt ttcgtttcag ttgtaataat 900 
gaaccattga tggtttgcaa tttcaagttc ctatcgacat gtagtgatct aaaaaa 956 



<210> 35 
<211> 1031 
<212> DNA 

<213> Oryza sativa 



45 



<400> 35 

cctccctttg 

gccgccgccg 

gaatgcattt 

catctgatgg 

ttcaactcaa 

ctagtttgga 

gaaaactacc 

ccagctgaag 

ccatctgatg 

gtgaaggtag 

ctgaaggagc 

ttccggctgg 

ctcaacgagg 

ggctggaaag 

ggaagttgca 

tgggctctgc 

atattataca 

gtttatttgc 



cctcgcgcag 
tggaggacgc 
tggtggatga 
aaaaaatcga 
aatatgaact 
ccaacacttg 
ttggtgttag 
atgtgccagt 
gaaaatgggg 
tcccgaaccc 
tcatccgcaa 
ttgttgacaa 
ccgtggacat 
aatgatcctg 
gaagtcagaa 
tgactgagag 
tgattagtta 
t 



aggcggccgc 
cgggatggac 
acaagacaat 
atctgaaaat 
cctactccag 
ctgcagccat 
aaatgctgct 
tgaccaattc 
tgaacacgag 
ggacgaagtg 
agcggacgcc 
cttcctcatg 
ggagaccatc 
aagactctgt 
gaagcttttg 
attcccttat 
attgttcggt 



gccttctccg 
gaggtccaga 
gttgttggcc 
ctacttcata 
caacgatctg 
cctctgtacc 
cagaggaagc 
acccctcttg 
cttgactacc 
gccgatgtga 
ggagaggaag 
ggctggtggg 
cacaagctga 
tcttgtgctg 
tatgtttctg 
agagtgtcta 
gtctgaataa 



ccgcgaggat 
agcggctcat 
atgaatcaaa 
gggctttcag 
caacaaaggt 
gtgagtctga 
tcttggatga 
gtcggatgct 
tgctgttcat 
aatacgtgag 
gcctgaagct 
atcacgtcga 
agtaaggact 
ctgcatatta 
ggtttggagc 
tgttaattta 
agaacaatag 



ggccggcgcc 
gttcgacgac 
atataactgc 
tgtattcctg 
tacatttcct 
gcttatacag 
gctgggcatc 
ttacaaggcc 
cgtccgcgac 
ccgtgagcag 
gtctccctgg 
gaaaggcacc 
gcgatgttgt 
ctcttaccag 
ttggaagtgt 
gcaaacttct 
catgttccat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1031 



<210> 36 
<211> 232 
<212> PRT 

<213> Tagetes erecta 
<400> 36 

Met Gly Asp Asp Ser Gly Met Asp Ala Val Gin Arg Arg Leu Met Phe 
15 10 15 

Asp Asp Glu Cys lie Leu Val Asp Glu Cys Asp Asn Val Val Gly His 
20 25 30 

Asp Thr Lys Tyr Asn Cys His Leu Met Glu Lys lie Glu Thr Gly Lys 
35 40 ^ 45 

Met Leu His Arg Ala Phe Ser Val Phe Leu Phe Asn Ser Lys Tyr Glu 
50 55 60 

Leu Leu Leu Gin Gin Arg Ser Ala Thr Lys Val Thr Phe Pro Leu Val 
65 70 75 80 

Trp Thr Asn Thr Cys Cys Ser His Pro Leu Tyr Arg Glu Ser Glu Leu 
85 90 95 

Val Pro Glu Asn Ala Leu Gly Val Arg Asn Ala Ala Gin Arg Lys Leu 
100 105 HO 

Leu Asp Glu Leu Gly lie Pro Ala Glu Asp Val Pro Val Asp Gin Phe 
115 120 125 

Thr Pro Leu Gly Arg Met Leu Tyr Lys Ala Pro Ser Asp Gly Lys Trp 
130 135 140 

Gly Glu His Glu Leu Asp Tyr Leu Leu Phe lie Val Arg Asp Val Ala 
145 150 155 160 
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Val Asn Pro Asn Pro Asp Glu Val 
165 

Glu Glu Leu Lys Glu Leu Leu Arg 
180 

Leu Lys Leu Ser Pro Trp Phe Arg 
195 200 

Lys Trp Trp Asp His Val Gin Lys 
210 215 

Met Lys Thr He His Lys Leu He 
225 230 



Ala Asp He Lys Tyr Val Ser His 
170 175 

Lys Ala Asp Ala Gly Glu Glu Gly 
185 190 

Leu Val Val Asp Asn Phe Leu Phe 
205 

Gly Thr Leu Thr Glu Ala He Asp 
220 



<210> 37 
<211> 280 
<212> PRT 

<213> Lactuca sativa 
<400> 37 

Met Leu Lys Phe Pro Pro Phe Lys Thr He Ala Thr Met He Ser Ser 
15 10 15 

Pro Tyr Ser Ser Phe Leu Leu Pro Arg Lys Ser Ser Phe Pro Pro Met 
20 25 30 

Pro Ser Leu Ala Ala Ala Ser Val Phe Leu His Pro Leu Ser Ser Ala 
35 40 45 

Ala Met Gly Asp Ser Ser Met Asp Ala Val Gin Arg Arg Leu Met Phe 
50 55 60 

Asp Asp Glu Cys He Leu Val Asp Glu Asn Asp Lys Val Val Gly His 
65 70 75 80 

Asp Thr Lys Tyr Asn Cys His Leu Met Glu Lys He Glu Lys Gly Asn 
85 90 95 

Met Leu His Arg Ala Phe Ser Val Phe Leu Phe Asn Ser Lys Tyr Glu 
100 105 HO 

Leu Leu Leu Gin Gin Arg Ser Ala Thr Lys Val Thr Phe Pro Leu Val 
115 120 125 

Trp Thr Asn Thr Cys Cys Ser His Pro Leu Tyr Arg Glu Ser Glu Leu 
130 135 140 

He Asp Glu Asn Ala Leu Gly Val Arg Asn Ala Ala Gin Arg Lys Leu 
145 150 155 160 

Leu Asp Glu Leu Gly He Pro Gly Ala Asp Val Pro Val Asp Glu Phe 
165 170 175 

Thr Pro Leu Gly Arg He Leu Tyr Lys Ala Ala Ser Asp Gly Lys Trp 
180 185 190 
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Gly Glu His Glu 
195 

Leu Asp Pro Asn 
210 

Glu Glu Leu Lys 
225 

Val Lys Leu Ser 



Gin Trp Trp Asp 
260 

Met Lys Thr lie 
275 



Leu Asp Tyr Leu 
200 

Pro Asp Glu Val 
215 

Glu Leu Val Arg 
230 

Pro Trp Phe Lys 
245 

Arg Leu His Lys 



His Lys Leu Thr 
280 



Leu Phe Met Val 



Lys Asp Val Lys 
220 

Lys Ala Asp Ala 
235 

Leu lie Val Asp 
250 

Gly Thr Leu Thr 
265 



Arg Asp Val Gly 
205 

Tyr Val Asn Arg 



Gly Glu Glu Gly 
240 

Asn Phe Leu Phe 
255 

Glu Ala lie Asp 
270 



<210> 38 
<211> 229 
<212> PRT 
<213> Adoni 



palaestina 



<400> 38 
Met Gly Asp Asp 
1 

Asp Asp Glu Cys 
20 

Asp Thr Lys Tyr 
35 

Leu Leu His Arg 
50 

Leu Leu Leu Gin 
65 

Trp Thr Asn Thr 



lie Pro Glu Asn 
100 

Leu Asp Glu Leu 
115 

Thr Thr Leu Gly 
130 

Gly Glu His Glu 
145 

Val Asn Pro Asn 



Ser Gly Met Asp 
5 

lie Leu Val Asp 



Asn Cys His Leu 
40 

Ala Phe Ser Val 
55 

Gin Arg Ser Glu 
70 

Cys Cys Ser His 
85 

Ala Leu Gly Val 



Gly lie Pro Ala 
120 

Arg Met Leu Tyr 
135 

Val Asp Tyr Leu 
150 



Pro Asp Glu Val 
165 



Ala Val Gin Arg 
10 

Glu Asn Asp Asn 
25 

Met Glu Lys lie 



Phe Leu Phe Asn 
60 

Thr Lys Val Thr 
75 

Pro Leu Tyr Arg 
90 

Arg Asn Ala Ala 
105 

Glu Asp Val Pro 



Lys Ala Pro Ser 
140 

Leu Phe Leu Val 
155 

Ala Asp lie Arg 
170 



Arg Leu Met Phe 
15 

Val Leu Gly His 
30 

Glu Lys Asp Asn 
45 

Ser Lys Tyr Glu 



Phe Pro Leu Val 
80 

Glu Ser Glu Leu 
95 

Gin Arg Lys Leu 
110 

Val Asp Glu Phe 
125 

Asp Gly Lys Trp 



Arg Asp Val Ala 
160 

Tyr Val Asn Gin 
175 
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Glu Glu Leu Lys Glu Leu Leu Arg 
180 

Leu Lys Leu Ser Pro Trp Phe Arg 

195 200 

Lys Trp Trp Asp His Val Gin Lys 
210 215 

Met Lys Thr lie His 
225 



Lys Ala Asp Ala Gly Glu Glu Gly 
185 190 

Leu Val Val Asp Asn Phe Leu Phe 
205 

Gly Thr Leu Asn Glu Ala lie Asp 
220 



<210> 39 
<211> 295 
<212> PRT 
<213> Adonis 



palaestina 



<400> 39 
Met Ser Ser lie 
1 

Thr Lys Thr Leu 
20 

Gin Arg Cys Arg 
35 



Arg lie Asn Pro 
5 

Ser Ala Ser Cys 

Thr Leu Ser lie 
40 



Leu Tyr Ser lie 

10- 
Ser Ser Pro Ala 
25 

Ser Ser Ser lie 



Phe Ser Thr Thr 
15 

Val His Leu Gin 
30 

Thr Asn Ser Pro 
45 



Arg Arg Gly Leu Asn Arg Leu Phe Ala Ser Thr Ser Thr Met Gly Glu 
50 55 60 

Val Ala Asp Ala Gly Met Asp Ala Val Gin Lys Arg Leu Met Phe Asp 
65 70 75 80 

Asp Glu Cys lie Leu Val Asp Glu Asn Asp Lys Val Val Gly Tyr Asp 
85 90 95 

Ser Lys Tyr Asn Cys His Leu Met Glu Lys lie Glu Ala Glu Asn Leu 
100 105 110 

Leu His Arg Ala Phe Ser Val Phe Leu Phe Asn Ser Lys Tyr Glu Leu 
115 120 125 

Leu Leu Gin Gin Arg Ser Ala Thr Lys Val Thr Phe Pro Leu Val Trp 
130 135 140 

Thr Asn Thr Cys Cys Ser His Pro Leu Phe Arg Asp Ser Glu Leu lie 
145 150 155 160 

Glu Glu Asn Phe Leu Gly Val Arg Asn Ala Ala Gin Arg Lys Leu Leu 
165 170 175 

Asp Glu Leu Gly lie Pro Ala Glu Asp Val Pro Val Asp Glu Phe Thr 
180 185 190 

Pro Leu Gly Arg lie Leu Tyr Lys Ala Pro Ser Asp Gly Lys Trp Gly 
195 200 205 
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Glu His Glu Leu 
210 

Asp Pro Asn Pro 
225 

Glu Leu Lys Glu 



Lys Leu Ser Pro 
260 

Trp Trp Asp His 
275 

Lys Thr lie His 
290 



Asp Tyr Leu Leu 
215 

Asp Glu Val Ala 
230 

lie Leu Arg Lys 
245 

Trp Phe Arg Leu 



Val Glu Glu Gly 
280 

Lys Leu Thr 
295 



Phe He Val Arg 
220 

Asp Ala Lys Tyr 
235 

Ala Asp Ala Gly 
250 

Val Val Asp Asn 
265 

Lys He Lys Asp 



Asp Val Lys Tyr 



Val Asn Arg Glu 
240 

Glu Glu Gly He 
255 

Phe Leu Phe Lys 
270 

Val Ala Asp Met 
285 



<210> 40 
<211> 234 
<212> PRT 

<213> Adonis palaestina 
<400> 40 

Met Gly Glu Val Thr Asp Ala Gly Met Asp Ala Val Gin Lys Arg Leu 
1 5 10 15 

Met Phe Asp Asp Glu Cys He Leu Val Asp Glu Asn Asp Lys Val Val 
20 25 30 

Gly His Asp Ser Lys Tyr Asn Cys His Leu Met Glu Lys He Glu Ala 
35 40 45 

Glu Asn Leu Leu His Arg Ala Phe Ser Val Phe Leu Phe Asn Ser Lys 
50 55 60 

Tyr Glu Leu Leu Leu Gin Gin Arg Ser Ala Thr Lys Val Thr Phe Pro 
65 70 75 80 

Leu Val Trp Thr Asn Thr Cys Cys Ser His Pro Leu Phe Arg Asp Ser 
85 90 95 

Glu Leu He Glu Glu Asn Tyr Leu Gly Val Arg Asn Ala Ala Gin Arg 
100 105 HO 

Lys Leu Leu Asp Glu Leu Gly He Pro Ala Glu Asp Val Pro Val Asp 
115 120 125 

Glu Phe Thr Pro Leu Gly Arg He Leu Tyr Lys Ala Pro Ser Asp Gly 
130 135 140 

Lys Trp Gly Glu His Glu Leu Asp Tyr Leu Leu Phe He Val Arg Asp 
145 150 155 160 

Val Lys Tyr Asp Pro Asn Pro Asp Glu Val Ala Asp Ala Lys Tyr Val 
165 170 175 
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Asn Arg Glu Glu Leu Arg Glu lie 
180 

Glu Gly Leu Lys Leu Ser Pro Trp 
195 200 

Leu Phe Lys Trp Trp Asp His Val 
210 215 

Ala Asp Met Lys Thr lie His Lys 
225 230 



Leu Arg Lys Ala Asp Ala Gly Glu 
185 190 

Phe Arg Leu Val Val Asp Asn Phe 
205 

Glu Gin Gly Thr lie Lys Glu Val 
220 

Leu Thr 



<210> 41 
<211> 238 
<212> PRT 

<213> Oryza sativa 
<400> 41 

Met Ala Gly Ala Ala Ala Ala Val Glu Asp Ala Gly Met Asp Glu Val 
15 10 15 

Gin Lys Arg Leu Met Phe Asp Asp Glu Cys lie Leu Val Asp Glu Gin 
20 25 30 

Asp Asn Val Val Gly His Glu Ser Lys Tyr Asn Cys His Leu Met Glu 
35 40 45 

Lys lie Glu Ser Glu Asn Leu Leu His Arg Ala Phe Ser Val Phe Leu 
50 55 60 

Phe Asn Ser Lys Tyr Glu Leu Leu Leu Gin Gin Arg Ser Ala Thr Lys 
6 5 70 75 80 

Val Thr Phe Pro Leu Val Trp Thr Asn Thr Cys Cys Ser His Pro Leu 
85 90 95 

Tyr Arg Glu Ser Glu Leu He Gin Glu Asn Tyr Leu Gly Val Arg Asn 
100 105 HO 

Ala Ala Gin Arg Lys Leu Leu Asp Glu Leu Gly He Pro Ala Glu Asp 
115 120 125 

Val Pro Val Asp Gin Phe Thr Pro Leu Gly Arg Met Leu Tyr Lys Ala 
130 135 140 

Pro Ser Asp Gly Lys Trp Gly Glu His Glu Leu Asp Tyr Leu Leu Phe 
145 150 155 160 

He Val Arg Asp Val Lys Val Val Pro Asn Pro Asp Glu Val Ala Asp 
165 170 175 

Val Lys Tyr Val Ser Arg Glu Gin Leu Lys Glu Leu He Arg Lys Ala 
180 185 190 

Asp Ala Gly Glu Glu Gly Leu Lys Leu Ser Pro Trp Phe Arg Leu Val 
195 200 205 
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Val Asp Asn Phe Leu Met Gly Trp Trp Asp His Val Glu Lys Gly Thr 
210 215 220 

Leu Asn Glu Ala Val Asp Met Glu Thr lie His Lys Leu Lys 
225 230 235 



<210> 42 
<211> 233 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 42 

Met Thr Asp Ser Asn Asp Ala Gly Met Asp Ala Val Gin Arg Arg Leu 
15 10 15 

Met Phe Glu Asp Glu Cys lie Leu Val Asp Glu Asn Asn Arg Val Val 
20 25 30 

Gly His Asp Thr Lys Tyr Asn Cys His Leu Met Glu Lys lie Glu Ala 
35 40 45 

Glu Asn Leu Leu His Arg Ala Phe Ser Val Phe Leu Phe Asn Ser Lys 
50 55 60 

Tyr Glu Leu Leu Leu Gin Gin Arg Ser Lys Thr Lys Val Thr Phe Pro 
65 70 75 80 

Leu Val Trp Thr Asn Thr Cys Cys Ser His Pro Leu Tyr Arg Glu Ser 
85 90 95 

Glu Leu He Glu Glu Asn Val Leu Gly Val Arg Asn Ala Ala Gin Arg 
100 105 HO 

Lys Leu Phe Asp Glu Leu Gly He Val Ala Glu Asp Val Pro Val Asp 
115 120 125 

Glu Phe Thr Pro Leu Gly Arg Met Leu Tyr Lys Ala Pro Ser Asp Gly 
130 135 X40 

Lys Trp Gly Glu His Glu Val Asp Tyr Leu Leu Phe He Val Arg Asp 
145 150 155 160 

Val Lys Leu Gin Pro Asn Pro Asp Glu Val Ala Glu He Lys Tyr Val 
165 170 175 

Ser Arg Glu Glu Leu Lys Glu Leu Val Lys Lys Ala Asp Ala Gly Asp 
180 185 190 

Glu Ala Val Lys Leu Ser Pro Trp Phe Arg Leu Val Val Asp Asn Phe 
195 200 205 

Leu Met Lys Trp Trp Asp His Val Glu Lys Gly Thr He Thr Glu Ala 
210 215 220 

Ala Asp Met Lys Thr He His Lys Leu 
225 230 



52 



<210> 43 
<211> 293 
<212> PRT 

<213> Haematococcus pluvialis 
<400> 43 

Met Leu Arg Ser Leu Leu Arg Gly Leu Thr His lie Pro Arg Val Asn 
15 10 15 

Ser Ala Gin Gin Pro Ser Cys Ala His Ala Arg Leu Gin Phe Lys Leu 
20 25 30 

Arg Ser Met Gin Leu Leu Ser Glu Asp Arg Thr Asp His Met Arg Gly 
35 40 45 

Ala Ser Thr Trp Ala Gly Gly Gin Ser Gin Asp Glu Leu Met Leu Lys 
50 55 60 

Asp Glu Cys lie Leu Val Asp Val Glu Asp Asn lie Thr Gly His Ala 
65 70 75 80 

Ser Lys Leu Glu Cys His Lys Phe Leu Pro His Gin Pro Ala Gly Leu 
85 90 95 

Leu His Arg Ala Phe Ser Val Phe Leu Phe Asp Asp Gin Gly Arg Leu 
100 105 110 

Leu Leu Gin Gin Arg Ala Arg Ser Lys lie Thr Phe Pro Ser Val Trp 
115 120 125 

Thr Asn Thr Cys Cys Ser His Pro Leu His Gly Gin Thr Pro Asp Glu 
130 135 140 

Val Asp Gin Leu Ser Gin Val Ala Asp Gly Thr Val Pro Gly Ala Lys 
14 5 150 155 160 

Ala Ala Ala lie Arg Lys Leu Glu His Glu Leu Gly lie Pro Ala His 
165 170 175 

Gin Leu Pro Ala Ser Ala Phe Arg Phe Leu Thr Arg Leu His Tyr Cys 
180 185 190 

Ala Ala Asp Val Gin Pro Ala Ala Thr Gin Ser Ala Leu Trp Gly Glu 
195 200 205 

His Glu Met Asp Tyr He Leu Phe He Arg Ala Asn Val Thr Leu Ala 
210 215 220 

Pro Asn Pro Asp Glu Val Asp Glu Val Arg Tyr Val Thr Gin Glu Glu 
225 230 235 240 

Leu Arg Gin Met Met Gin Pro Asp Asn Gly Leu Gin Trp Ser Pro Trp 
245 250 255 

Phe Arg He He Ala Ala Arg Phe Leu Glu Arg Trp Trp Ala Asp Leu 
260 265 270 
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Asp Ala Ala Leu Asn Thr Asp Lys His Glu Asp Trp Gly Thr Val His 
275 280 285 



His lie Asn Glu Ala 
290 



<210> 44 
<211> 305 
<212> PRT 

<213> Haematococcus pluvialis 
<400> 44 

Met Leu Arg Ser Leu Leu Arg Gly Leu Thr His lie Pro Arg Val Asn 
15 10 15 

Ser Ala Gin Gin Pro Ser Cys Ala His Ala Arg Leu Gin Phe Lys Leu 
20 25 30 

Arg Ser Met Gin Met Thr Leu Met Gin Pro Ser lie Ser Ala Asn Leu 
35 40 45 

Ser Arg Ala Glu Asp Arg Thr Asp His Met Arg Gly Ala Ser Thr Trp 
50 55 60 

Ala Gly Gly Gin Ser Gin Asp Glu Leu Met Leu Lys Asp Glu Cys lie 
65 70 75 80 

Leu Val Asp Val Glu Asp Asn lie Thr Gly His Ala Ser Lys Leu Glu 
85 90 95 

Cys His Lys Phe Leu Pro His Gin Pro Ala Gly Leu Leu His Arg Ala 
100 105 HO 

Phe Ser Val Phe Leu Phe Asp Asp Gin Gly Arg Leu Leu Leu Gin Gin 
115 120 125 

Arg Ala Arg Ser Lys lie Thr Phe Pro Ser Val Trp Thr Asn Thr Cys 
130 135 140 

Cys Ser His Pro Leu His Gly Gin Thr Pro Asp Glu Val Asp Gin Leu 
145 150 155 160 

Ser Gin Val Ala Asp Gly Thr Val Pro Gly Ala Lys Ala Ala Ala lie 
165 170 175 

Arg Lys Leu Glu His Glu Leu Gly He Pro Ala His Gin Leu Pro Ala 
180 185 190 

Ser Ala Phe Arg Phe Leu Thr Arg Leu His Tyr Cys Ala Ala Asp Val 
195 200 205 

Gin Pro Ala Ala Thr Gin Ser Ala Leu Trp Gly Glu His Glu Met Asp 
210 215 220 

Tyr He Leu Phe He Arg Ala Asn Val Thr Leu Ala Pro Asn Pro Asp 
225 230 235 240 
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Glu Val Asp Glu Val Arg Tyr Val 
245 

Met Gin Pro Asp Asn Gly Leu Gin 
260 

Ala Ala Arg Phe Leu Glu Arg Trp 
275 280 

Asn Thr Asp Lys His Glu Asp Trp 
290 295 

Ala 
305 



Thr Gin Glu Glu Leu Arg Gin Met 
250 255 

Trp Ser Pro Trp Phe Arg lie lie 
265 270 

Trp Ala Asp Leu Asp Ala Ala Leu 
285 

Gly Thr Val His His lie Asn Glu 
300 



<210> 45 
<211> 307 
<212> PRT 

<213> Chlamydomonas reinhardtii 
<400> 45 

Met Arg Ser Ser Phe lie Glu Pro Lys Pro Arg Ala Gin Pro Val Leu 
15 10 15 

Ser Arg Gly Arg Ala Ser Met Arg Leu Ala Gin Ser Arg Ala Leu Val 
20 25 30 

Ala Arg Val Ser Ser Ala Leu Trp Pro Gly Ala Gly Leu Ser Gin Ala 
35 40 45 

Gin Ser Val Ala Val Arg Met Ala Ser Ser Ser Thr Trp Glu Gly Thr 
50 55 60 

Gly Leu Ser Gin Asp Asp Phe Met Gin Arg Asp Glu Cys Leu Val Val 
65 70 75 80 

Asp Glu Gin Asp Arg Leu Leu Gly Thr Ala Asn Lys Tyr Asp Cys His 
85 90 95 

Arg Phe Glu Ala Ala Lys Gly Gin Pro Cys Gly Arg Leu His Arg Ala 
100 105 HO 

Phe Ser Val Phe Leu Phe Ser Pro Asp Gly Arg Leu Leu Leu Gin Gin 
115 120 125 

Arg Ala Ala Ser Lys Val Thr Phe Pro Gly Val Trp Thr Asn Thr Cys 
130 135 140 

Cys Ser His Pro Leu Ala Gly Gin Ala Pro Asp Glu Val Asp Leu Pro 
145 150 155 160 

Ala Ala Val Ala Ser Gly Gin Val Pro Gly He Lys Ala Ala Ala Val 
165 170 175 



Arg Lys Leu Gin 
180 

Ser Ser Phe Ser 
195 

Ala Thr His Gly 
210 

Val Leu Phe Val 
225 

Asp Glu Val Asp 



Met Met Ala Asp 
260 

Ala Thr Gin Pro 
275 

Arg Trp Arg Pro 
290 

Arg Val Met 
305 



His Glu Leu Gly 



Phe Leu Thr Arg 
200 

Pro Ala Ala Glu 
215 

Arg Pro Gin Gin 
230 

Ala Thr Arg Tyr 
245 

Pro Gly Leu Ser 



Ala Phe Leu Pro 
280 

Gly Gly Ser Arg 
295 
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lie Pro Pro Glu 
185 

Leu His Tyr Cys 



Trp Gly Glu His 
220 

Pro Val Ser Leu 
235 

Val Thr Leu Pro 
250 

Trp Ser Pro Trp 
265 

Ala Trp Trp Gly 



Leu Ser Asp Trp 
300 



Gin Val Pro Ala 
190 

Ala Ala Asp Thr 
205 

Glu Val Asp Tyr 



Gin Pro Asn Pro 
240 

Glu Leu Gin Ser 
255 

Phe Arg lie Leu 
270 

Asp Leu Lys Arg 
285 

Gly Thr lie His 



<210> 46 
<211> 1848 
<212> DNA 

<213> Adonis palaestina 
<400> 46 

gagagaaaaa gagtgttata ttaatgttac 
ccattttctt gttttctctt caaaacaaca 
actacttggt gttcgcaacc tcatctcttc 
ccttagtagt tcaaaactag cttataacat 
ttttcaagtg agggctgatg gtggaagcgg 
ttttgtggac gaggaggatt ttatcaaagc 
gcagcaaaca aagtctatgg agaaacaggc 
tttcggagaa tctgtgatgg acttggttgt 
ggctgcagaa gctgctaagc taggcttgaa 
tacaaataat tatggtgtgt gggaagacga 
cgagcatgct tggaaggaca ccatcgtata 
tcgtgcatat ggacgagtta gccggcattt 
cgagtcaggt gtatcatatc tgaattctaa 
ccatagtctt gtagtttgtg aaaacgacat 
atctggagca gcttcaggga aacttttgga 
ccaaactgct tatggtgtgg aggttgaggt 
ggtatttatg gactacagag actatatgca 
tccaacattt ctctatgtca tgcccatgtc 
tttggcctca aaagatgcca tgcctttcga 
gaagactctg ggtatccaag ttacaaaaat 
tgggggttct ttaccaaaca cagagcaaaa 
ggtgcatcca gcaacaggct attcggttgt 
ttctgtaatt gcaaagattt tgaagcaaga 
cagtgcagta aacatttcaa tgcaagcatg 



tgtcgcattc ttgcaacaca tattcagact 60 
aactaatgtg acggagtatc tagctatgga 12 0 
ttgccctgtc tggacttttg gaacaagaaa 180 
acatcgatat ggttcttctt gtagagtaga 240 
gagtagaact tctgttgctt ataaagaggg 300 
tggtggttct gagcttttgt ttgtccaaat 3 60 
caagctcgcc gataagttgc caccaatacc 420 
aataggttgt ggacctgctg gtctttcact 480 
agttggcctt attggtcctg atcttccttt 540 
gttcaaagat cttggacttg aacgttgtat 600 
tcttgacaat gatgctcctg tccttattgg 660 
gctgcatgaa gagttgctga aaaggtgtgt 720 
agtggaaagg atcactgaag ctggtgatgg 7 80 
ctttatccct tgcaggcttg ctactgttgc 840 
gtatgaagta ggtggccctc gtgtttgtgt 900 
ggagaacaat ccatacgatc ccaacttaat 9 60 
acagaaatta cagtgctcgg aagaagaata 1020 
gccaacaaga cttttttttg aggaaacctg 1080 
tctactgaag agaaaactaa tgtcacgatt 1140 
ttatgaagag gaatggtctt atattcctgt 1200 
gaacctagca tttggtgctg cagcaagcat 12 60 
acgatcacta tcagaagctc caaaatatgc 1320 
taactctgca tatgtggttt ctggacaaag 1380 
gagcagtctt tggccaaagg agcgaaaacg 1440 
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tcaaagagca ttctttcttt tcgggttaga gcttattgtg cagctagata ttgaagcaac 1500 
cagaacgttc tttagaacct tcttccgctt gccaacttgg atgtggtggg gtttccttgg 1560 
gtcttcacta tcatctttcg atcttgtatt gttttccatg tacatgtttg ttttggcccc 1620 
gaacagcatg aggatgtcac ttgtgagaca tttgctttca gatccttctg gtgcagttat 1680 
ggttaaagct tacctcgaaa ggtaatctgt tttatgaaac tatagtgtct cattaaataa 1740 
atgaggatcc ttcgtatatg tatatgatca tctctatgta tatcctatat tctaatctca 1800 
taaagtaatc gaaaattcat tgatagaaaa aaaaaaaaaa aaaaaaaa 184 8 



<210> 47 
<211> 529 
<212> PRT 

<213> Adonis palaestina 



<400> 47 
Met Glu Leu Leu 
1 

Thr Phe Gly Thr 
20 

His Arg Tyr Gly 
35 

Gly Gly Ser Gly 
50 

Asp Glu Glu Asp 
65 

Gin Met Gin Gin 



Lys Leu Pro Pro 
100 

lie Gly Cys Gly 
115 



Gly Val Arg Asn 
5 



Arg Asn Leu Ser 



Ser Ser Cys Arg 
40 

Ser Arg Ser Ser 
55 

Phe lie Lys Ala 
70 

Thr Lys Ser Met 
85 

lie Pro Phe Gly 



Pro Ala Gly Leu 
120 



Leu lie Ser Ser 
10 

Ser Ser Lys Leu 
25 

Val Asp Phe Gin 



Val Ala Tyr Lys 
60 

Gly Gly Ser Glu 
75 

Glu Lys Gin Ala 
90 

Glu Ser Val Met 
105 

Ser Leu Ala Ala 



Cys Pro Val Trp 
15 

Ala Tyr Asn lie 
30 

Val Arg Ala Asp 
45 

Glu Gly Phe Val 



Leu Leu Phe Val 
80 

Lys Leu Ala Asp 
95 

Asp Leu Val Val 
110 

Glu Ala Ala Lys 
125 



Leu Gly Leu Lys 
130 

Asn Tyr Gly Val 
145 

Cys He Glu His 



Ala Pro Val Leu 
180 

Leu His Glu Glu 
195 



Val Gly Leu He 
135 

Trp Glu Asp Glu 
150 

Ala Trp Lys Asp 
165 

He Gly Arg Ala 



Leu Leu Lys Arg 
200 



Gly Pro Asp Leu 
140 

Phe Lys Asp Leu 
155 

Thr He Val Tyr 
170 

Tyr Gly Arg Val 
185 

Cys Val Glu Ser 



Pro Phe Thr Asn 



Gly Leu Glu Arg 
160 

Leu Asp Asn Asp 
175 

Ser Arg His Leu 
190 

Gly Val Ser Tyr 
205 



Leu Asp Ser Lys Val Glu Arg He Thr Glu Ala Gly Asp Gly His Ser 
210 215 220 
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Leu Val Val Cys Glu Asn Glu lie Phe lie Pro Cys Arg Leu Ala Thr 
225 230 235 240 

Val Ala Ser Gly Ala Ala Ser Gly Lys Leu Leu Glu Tyr Glu Val Gly 
245 250 255 

Gly Pro Arg Val Cys Val Gin Thr Ala Tyr Gly Val Glu Val Glu Val 
260 265 270 

Glu Asn Asn Pro Tyr Asp Pro Asn Leu Met Val Phe Met Asp Tyr Arg 
275 280 285 

Asp Tyr Met Gin Gin Lys Leu Gin Cys Ser Glu Glu Glu Tyr Pro Thr 
290 295 300 

Phe Leu Tyr Val Met Pro Met Ser Pro Thr Arg Leu Phe Phe Glu Glu 
305 310 315 320 

Thr Cys Leu Ala Ser Lys Asp Ala Met Pro Phe Asp Leu Leu Lys Arg 
325 330 335 

Lys Leu Met Ser Arg Leu Lys Thr Leu Gly lie Gin Val Thr Lys Val 
340 345 350 

Tyr Glu Glu Glu Trp Ser Tyr lie Pro Val Gly Gly Ser Leu Pro Asn 
355 360 365 

Thr Glu Gin Lys Asn Leu Ala Phe Gly Ala Ala Ala Ser Met Val His 
370 375 380 

Pro Ala Thr Gly Tyr Ser Val Val Arg Ser Leu Ser Glu Ala Pro Lys 
385 390 395 400 

Tyr Ala Ser Val lie Ala Lys lie Leu Lys Gin Asp Asn Ser Ala Tyr 
405 410 415 

Val Val Ser Gly Gin Ser Ser Ala Val Asn lie Ser Met Gin Ala Trp 
420 425 430 

Ser Ser Leu Trp Pro Lys Glu Arg Lys Arg Gin Arg Ala Phe Phe Leu 
435 440 445 

Phe Gly Leu Glu Leu lie Val Gin Leu Asp lie Glu Ala Thr Arg Thr 
450 455 460 

Phe Phe Arg Thr Phe Phe Arg Leu Pro Thr Trp Met Trp Trp Gly Phe 
465 470 475 480 

Leu Gly Ser Ser Leu Ser Ser Phe Asp Leu Val Leu Phe Ser Met Tyr 
485 490 495 

Met Phe Val Leu Ala Pro Asn Ser Met Arg Met Ser Leu Val Arg His 
500 505 510 

Leu Leu Ser Asp Pro Ser Gly Ala Val Met Val Arg Ala Tyr Leu Glu 
515 520 525 

Arg 
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<210> 48 
<211> 378 
<212> PRT 

<213> Solanum tuberosum 
<220> 

<221> MOD_RES 
<222> (336) 

<223> Variable amino acid 
<400> 48 

Asp Glu Phe Lys Asp Leu Gly Leu Gin Ala Cys lie Glu His Val Trp 
15 10 15 

Arg Asp Thr lie Val Tyr Leu Asp Asp Asp Asp Pro lie Leu lie Gly 
20 25 30 

Arg Ala Tyr Gly Arg Val Ser Arg His Leu Leu His Glu Glu Leu Leu 
35 40 45 

Lys Arg Cys Val Glu Ala Gly Val Leu Tyr Leu Asn Ser Lys Val Asp 
50 55 60 

Arg lie Val Glu Ala Thr Asn Gly His Ser Leu Val Glu Cys Glu Gly 
65 70 75 80 

Asp Val Val lie Pro Cys Arg Phe Val Thr Val Ala Ser Gly Ala Ala 
85 90 95 

Ser Gly Lys Phe Leu Gin Tyr Glu Leu Gly Gly Pro Arg Val Ser Val 
100 105 HO 

Gin Thr Ala Tyr Gly Val Glu Val Glu Val Asp Asn Asn Pro Phe Asp 
115 120 125 

Pro Ser Leu Met Val Phe Met Asp Tyr Arg Asp Tyr Val Arg His Asp 
130 135 140 

Ala Gin Ser Leu Glu Ala Lys Tyr Pro Thr Phe Leu Tyr Ala Met Pro 

150 155 160 

Met Ser Pro Thr Arg Val Phe Phe Glu Glu Thr Cys Leu Ala Ser Lys 
165 170 175 

Asp Ala Met Pro Phe Asp Leu Leu Lys Lys Lys Leu Met Leu Arg Leu 
180 185 190 

Asn Thr Leu Gly Val Arg lie Lys Glu lie Tyr Glu Glu Glu Trp Ser 
195 200 205 

Tyr lie Pro Val Gly Gly Ser Leu Pro Asn Thr Glu Gin Lys Thr Leu 
210 215 220 

Ala Phe Gly Ala Ala Ala Ser Met Val His Pro Ala Thr Gly Tyr Ser 
225 230 235 240 
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Val Val Arg Ser Leu 
245 

Asn lie Leu Arg Gin 
260 

Thr Pro Ser lie Ser 
275 

Arg Lys Arg Gin Arg 
290 

Gin Leu Asp lie Glu 
305 

Val Pro Lys Trp Met 
325 

Ala Asp Leu Met Leu 
340 

Asp Met Arg Arg Gly 
355 

Ala Thr Leu lie Arg 
370 



Ser Glu Ala Pro Lys Cys 
250 

Asn His Ser Lys Asn Met 
265 

Thr Gin Ala Trp Asn Thr 
280 

Ser Phe Phe Leu Phe Gly 
295 

Gly lie Arg Ser Phe Phe 
310 315 

Trp Gin Gly Phe Leu Gly 
330 

Phe Ala Phe Tyr Met Phe 
345 

Leu lie Arg His Leu Leu 
360 

Thr Tyr Leu Thr Phe 
375 



Ala Phe Val Leu Ala 
255 

Leu Thr Ser Ser Ser 
270 

Leu Trp Pro Gin Glu 
285 

Leu Ala Leu lie Leu 
300 

Arg Ala Phe Phe Arg 
320 

Ser Ser Leu Ser Xaa 
335 

lie lie Ala Pro Asn 
350 

Ser Asp Pro Thr Gly 
365 



<210> 49 
<211> 524 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 49 

Met Glu Cys Val Gly Ala Arg Asn Phe Ala Ala Met Ala Val Ser Thr 
15 10 15 

Phe Pro Ser Trp Ser Cys Arg Arg Lys Phe Pro Val Val Lys Arg Tyr 
20 25 30 

Ser Tyr Arg Asn He Arg Phe Gly Leu Cys Ser Val Arg Ala Ser Gly 
35 40 45 

Gly Gly Ser Ser Gly Ser Glu Ser Cys Val Ala Val Arg Glu Asp Phe 
50 55 60 

Ala Asp Glu Glu Asp Phe Val Lys Ala Gly Gly Ser Glu He Leu Phe 
65 70 75 80 

Val Gin Met Gin Gin Asn Lys Asp Met Asp Glu Gin Ser Lys Leu Val 
85 90 95 

Asp Lys Leu Pro Pro He Ser He Gly Asp Gly Ala Leu Asp His Val 
100 105 HO 

Val He Gly Cys Gly Pro Ala Gly Leu Ala Leu Ala Ala Glu Ser Ala 
115 120 125 
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Lys Leu Gly Leu Lys Val Gly Leu lie Gly Pro Asp Leu Pro Phe Thr 
130 135 140 

Asn Asn Tyr Gly Val Trp Glu Asp Glu Phe Asn Asp Leu Gly Leu Gin 
145 150 155 160 

Lys Cys lie Glu His Val Trp Arg Glu Thr lie Val Tyr Leu Asp Asp 
165 170 175 

Asp Lys Pro lie Thr lie Gly Arg Ala Tyr Gly Arg Val Ser Arg Arg 
180 185 190 

Leu Leu His Glu Glu Leu Leu Arg Arg Cys Val Glu Ser Gly Val Ser 
195 200 205 

Tyr Leu Ser Ser Lys Val Asp Ser lie Thr Glu Ala Ser Asp Gly Leu 
210 215 220 

Arg Leu Val Ala Cys Asp Asp Asn Asn Val lie Pro Cys Arg Leu Ala 
225 230 235 240 

Thr Val Ala Ser Gly Ala Ala Ser Gly Lys Leu Leu Gin Tyr Glu Val 
245 250 255 

Gly Gly Pro Arg Val Cys Val Gin Thr Ala Tyr Gly Val Glu Val Glu 
260 265 270 

Val Glu Asn Ser Pro Tyr Asp Pro Asp Gin Met Val Phe Met Asp Tyr 
275 280 285 

Arg Asp Tyr Thr Asn Glu Lys Val Arg Ser Leu Glu Ala Glu Tyr Pro 
290 295 300 

Thr Phe Leu Tyr Ala Met Pro Met Thr Lys Ser Arg Leu Phe Phe Glu 
305 310 315 320 

Glu Thr Cys Leu Ala Ser Lys Asp Val Met Pro Phe Asp Leu Leu Lys 
325 330 335 

Thr Lys Leu Met Leu Arg Leu Asp Thr Leu Gly lie Arg lie Leu Lys 
340 345 350 

Thr Tyr Glu Glu Glu Trp Ser Tyr He Pro Val Gly Gly Ser Leu Pro 
355 360 365 

Asn Thr Glu Gin Lys Asn Leu Ala Phe Gly Ala Ala Ala Ser Met Val 
370 375 380 

His Pro Ala Thr Gly Tyr Ser Val Val Arg Ser Leu Ser Glu Ala Pro 
385 390 395 400 

Lys Tyr Ala Ser Val He Ala Glu He Leu Arg Glu Glu Thr Thr Lys 
405 410 415 

Gin He Asn Ser Asn He Ser Arg Gin Ala Trp Asp Thr Leu Trp Pro 
420 425 430 
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Pro Glu Arg Lys 
435 

lie Val Gin Phe 
450 

Phe Arg Leu Pro 
465 

Thr Ser Gly Asp 



Pro Asn Asn Leu 
500 

Thr Gly Ala Thr 
515 



Arg Gin Arg Ala 
440 

Asp Thr Glu Gly 
455 

Lys Trp Met Trp 
470 

Leu Val Leu Phe 
485 

Arg Lys Gly Leu 



Met lie Lys Thr 
520 



Phe Phe Leu Phe 



lie Arg Ser Phe 
460 

Gin Gly Phe Leu 
475 

Ala Leu Tyr Met 
490 

lie Asn His Leu 
505 

Tyr Leu Lys Val 



Gly Leu Ala Leu 
445 

Phe Arg Thr Phe 



Gly Ser Thr Leu 
480 

Phe Val lie Ser 
495 

lie Ser Asp Pro 
510 



<210> 50 
<211> 529 
<212> PRT 
<213> Adonis 



palaestina 



<400> 50 
Met Glu Leu Leu 
1 

Thr Phe Gly Thr 
20 

His Arg Tyr Gly 
35 

Gly Gly Ser Gly 
50 

Asp Glu Glu Asp 
65 

Gin Met Gin Gin 



Lys Leu Pro Pro 
100 

lie Gly Cys Gly 
115 

Leu Gly Leu Lys 
130 

Asn Tyr Gly Val 
145 



Gly Val Arg Asn 
5 



Arg Asn Leu Ser 



Ser Ser Cys Arg 
40 

Ser Arg Ser Ser 
55 

Phe lie Lys Ala 
70 

Thr Lys Ser Met 
85 

lie Pro Phe Gly 



Pro Ala Gly Leu 
120 

Val Gly Leu lie 
135 

Trp Glu Asp Glu 
150 



Leu lie Ser Ser 
10 

Ser Ser Lys Leu 
25 

Val Asp Phe Gin 



Val Ala Tyr Lys 
60 

Gly Gly Ser Glu 
75 

Glu Lys Gin Ala 
90 

Glu Ser Val Met 
105 

Ser Leu Ala Ala 



Gly Pro Asp Leu 
140 

Phe Lys Asp Leu 
155 



Cys Pro Val Trp 
15 

Ala Tyr Asn lie 
30 

Val Arg Ala Asp 
45 

Glu Gly Phe Val 



Leu Leu Phe Val 
80 

Lys Leu Ala Asp 
95 

Asp Leu Val Val 
110 

Glu Ala Ala Lys 
125 

Pro Phe Thr Asn 



Gly Leu Glu Arg 
160 



Cys He Glu His Ala Trp Lys Asp Thr He Val Tyr Leu Asp Asn Asp 
165 170 175 
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Ala Pro Val Leu 
180 

Leu His Glu Glu 
195 

Leu Asp Ser Lys 
210 

Leu Val Val Cys 
225 

Val Ala Ser Gly 



Gly Pro Arg Val 
260 

Glu Asn Asn Pro 
275 



lie Gly Arg Ala 



Leu Leu Lys Arg 
200 

Val Glu Arg He 
215 

Glu Asn Glu He 
230 

Ala Ala Ser Gly 
245 

Cys Val Gin Thr 



Tyr Asp Pro Asn 
280 



Tyr Gly Arg Val 
185 

Cys Val Glu Ser 



Thr Glu Ala Gly 
220 

Phe He Pro Cys 
235 

Lys Leu Leu Glu 
250 

Ala Tyr Gly Val 
265 

Leu Met Val Phe 



Ser Arg His Leu 
190 

Gly Val Ser Tyr 
205 

Asp Gly His Ser 



Arg Leu Ala Thr 
240 

Tyr Glu Val Gly 
255 

Glu Val Glu Val 
270 

Met Asp Tyr Arg 
285 



Asp Tyr Met Gin Gin Lys Leu Gin Cys Ser Glu Glu Glu Tyr Pro Thr 
290 295 300 

Phe Leu Tyr Val Met Pro Met Ser Pro Thr Arg Leu Phe Phe Glu Glu 
305 310 315 320 

Thr Cys Leu Ala Ser Lys Asp Ala Met Pro Phe Asp Leu Leu Lys Arg 
325 330 335 

Lys Leu Met Ser Arg Leu Lys Thr Leu Gly He Gin Val Thr Lys Val 
340 345 350 

Tyr Glu Glu Glu Trp Ser Tyr He Pro Val Gly Gly Ser Leu Pro Asn 
355 360 365 

Thr Glu Gin Lys Asn Leu Ala Phe Gly Ala Ala Ala Ser Met Val His 
370 375 380 

Pro Ala Thr Gly Tyr Ser Val Val Arg Ser Leu Ser Glu Ala Pro Lys 
385 390 395 400 

Tyr Ala Ser Val He Ala Lys He Leu Lys Gin Asp Asn Ser Ala Tyr 
405 410 415 

Val Val Ser Gly Gin Ser Ser Ala Val Asn He Ser Met Gin Ala Trp 
420 425 430 

Ser Ser Leu Trp Pro Lys Glu Arg Lys Arg Gin Arg Ala Phe Phe Leu 
435 440 445 

Phe Gly Leu Glu Leu He Val Gin Leu Asp He Glu Ala Thr Arg Thr 
450 455 460 

Phe Phe Arg Thr Phe Phe Arg Leu Pro Thr Trp Met Trp Trp Gly Phe 
46 5 470 475 480 
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Leu Gly Ser Ser 

Met Phe Val Leu 
500 

Leu Leu Ser Asp 
515 

Arg 



Leu Ser Ser Phe 
485 

Ala Pro Asn Ser 



Pro Ser Gly Ala 
520 



Asp Leu Val Leu 
490 

Met Arg Met Ser 
505 

Val Met Val Arg 



Phe Ser Met Tyr 
495 

Leu Val Arg His 
510 

Ala Tyr Leu Glu 
525 



<210> 51 
<211> 529 
<212> PRT 

<213> Adonis palaestina 
<400> 51 

Met Glu Leu Leu Gly Val Arg Asn Leu lie Ser Ser Cys Pro Val Trp 
15 10 15 

Thr Phe Gly Thr Arg Asn Leu Ser Ser Ser Lys Leu Ala Tyr Asn lie 
20 25 30 

His Arg Tyr Gly Ser Ser Cys Arg Val Asp Phe Gin Val Arg Ala Asp 
35 40 45 

Gly Gly Ser Gly Ser Arg Thr Ser Val Ala Tyr Lys Glu Gly Phe Val 
50 55 60 

Asp Glu Glu Asp Phe lie Lys Ala Gly Gly Ser Glu Leu Leu Phe Val 
65 70 75 80 

Gin Met Gin Gin Thr Lys Ser Met Glu Lys Gin Ala Lys Leu Ala Asp 
85 90 95 

Lys Leu Pro Pro lie Pro Phe Gly Glu Ser Val Met Asp Leu Val Val 
100 105 110 

He Gly Cys Gly Pro Ala Gly Leu Ser Leu Ala Ala Glu Ala Ala Lys 
115 120 125 

Leu Gly Leu Lys Val Gly Leu He Gly Pro Asp Leu Pro Phe Thr Asn 
130 135 140 

Asn Tyr Gly Val Trp Glu Asp Glu Phe Lys Asp Leu Gly Leu Glu Arg 
145 150 155 160 

Cys He Glu His Ala Trp Lys Asp Thr He Val Tyr Leu Asp Asn Asp 
165 170 175 

Ala Pro Val Leu He Gly Arg Ala Tyr Gly Arg Val Ser Arg His Leu 
180 185 190 

Leu His Glu Glu Leu Leu Lys Arg Cys Val Glu Ser Gly Val Ser Tyr 
195 200 205 
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Leu Asn Ser Lys Val Glu Arg lie Thr Glu Ala Gly Asp Gly His Ser 
210 215 220 

Leu Val Val Cys Glu Asn Asp lie Phe lie Pro Cys Arg Leu Ala Thr 
225 230 235 240 

Val Ala Ser Gly Ala Ala Ser Gly Lys Leu Leu Glu Tyr Glu Val Gly 
245 250 255 

Gly Pro Arg Val Cys Val Gin Thr Ala Tyr Gly Val Glu Val Glu Val 
260 265 270 

Glu Asn Asn Pro Tyr Asp Pro Asn Leu Met Val Phe Met Asp Tyr Arg 
275 280 285 

Asp Tyr Met Gin Gin Lys Leu Gin Cys Ser Glu Glu Glu Tyr Pro Thr 
290 295 300 

Phe Leu Tyr Val Met Pro Met Ser Pro Thr Arg Leu Phe Phe Glu Glu 
305 310 315 320 

Thr Cys Leu Ala Ser Lys Asp Ala Met Pro Phe Asp Leu Leu Lys Arg 
325 330 335 

Lys Leu Met Ser Arg Leu Lys Thr Leu Gly lie Gin Val Thr Lys lie 
340 345 350 

Tyr Glu Glu Glu Trp Ser Tyr lie Pro Val Gly Gly Ser Leu Pro Asn 
355 360 365 

Thr Glu Gin Lys Asn Leu Ala Phe Gly Ala Ala Ala Ser Met Val His 
370 375 380 

Pro Ala Thr Gly Tyr Ser Val Val Arg Ser Leu Ser Glu Ala Pro Lys 
385 390 395 400 

Tyr Ala Ser Val lie Ala Lys lie Leu Lys Gin Asp Asn Ser Ala Tyr 
405 410 415 

Val Val Ser Gly Gin Ser Ser Ala Val Asn lie Ser Met Gin Ala Trp 
420 425 430 

Ser Ser Leu Trp Pro Lys Glu Arg Lys Arg Gin Arg Ala Phe Phe Leu 
435 440 445 

Phe Gly Leu Glu Leu lie Val Gin Leu Asp lie Glu Ala Thr Arg Thr 
450 455 460 

Phe Phe Arg Thr Phe Phe Arg Leu Pro Thr Trp Met Trp Trp Gly Phe 
465 470 475 480 

Leu Gly Ser Ser Leu Ser Ser Phe Asp Leu Val Leu Phe Ser Met Tyr 
485 490 495 

Met Phe Val Leu Ala Pro Asn Ser Met Arg Met Ser Leu Val Arg His 
500 505 510 
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Leu Leu Ser Asp Pro Ser Gly Ala Val Met Val Lys Ala Tyr Leu Glu 
515 520 525 

Arg 



<210> 52 
<211> 533 
<212> PRT 

<213> Lactuca sativa 
<400> 52 

Met Glu Cys Phe Gly Ala Arg Asn Met Thr Ala Thr Met Ala Val Phe 
15 10 15 

Thr Cys Pro Arg Phe Thr Asp Cys Asn He Arg His Lys Phe Ser Leu 
20 25 30 

Leu Lys Gin Arg Arg Phe Thr Asn Leu Ser Ala Ser Ser Ser Leu Arg 
35 40 45 

Gin He Lys Cys Ser Ala Lys Ser Asp Arg Cys Val Val Asp Lys Gin 
50 55 60 

Gly He Ser Val Ala Asp Glu Glu Asp Tyr Val Lys Ala Gly Gly Ser 
65 70 75 80 

Glu Leu Phe Phe Val Gin Met Gin Arg Thr Lys Ser Met Glu Ser Gin 
85 90 95 

Ser Lys Leu Ser Glu Lys Leu Ala Gin He Pro He Gly Asn Cys He 
100 105 110 

Leu Asp Leu Val Val He Gly Cys Gly Pro Ala Gly Leu Ala Leu Ala 
115 120 125 

Ala Glu Ser Ala Lys Leu Gly Leu Asn Val Gly Leu He Gly Pro Asp 
130 135 140 

Leu Pro Phe Thr Asn Asn Tyr Gly Val Trp Gin Asp Glu Phe He Gly 
145 150 155 160 

Leu Gly Leu Glu Gly Cys He Glu His Ser Trp Lys Asp Thr Leu Val 
165 170 175 

Tyr Leu Asp Asp Ala Asp Pro He Arg He Gly Arg Ala Tyr Gly Arg 
180 185 190 

Val His Arg Asp Leu Leu His Glu Glu Leu Leu Arg Arg Cys Val Glu 
195 200 205 

Ser Gly Val Ser Tyr Leu Ser Ser Lys Val Glu Arg He Thr Glu Ala 
210 215 220 



Pro Asn Gly Tyr Ser Leu He Glu Cys Glu Gly Asn He Thr He Pro 
225 230 235 240 
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Cys Arg Leu Ala Thr Val Ala Ser Gly Ala Ala Ser Gly Lys Phe Leu 
245 250 255 

Glu Tyr Glu Leu Gly Gly Pro Arg Val Cys Val Gin Thr Ala Tyr Gly 
260 265 270 

lie Glu Val Glu Val Glu Asn Asn Pro Tyr Asp Pro Asp Leu Met Val 
275 280 285 

Phe Met Asp Tyr Arg Asp Phe Ser Lys His Lys Pro Glu Ser Leu Glu 
290 295 300 

Ala Lys Tyr Pro Thr Phe Leu Tyr Val Met Ala Met Ser Pro Thr Lys 
305 310 315 320 

lie Phe Phe Glu Glu Thr Cys Leu Ala Ser Arg Glu Ala Met Pro Phe 
325 330 335 

Asn Leu Leu Lys Ser Lys Leu Met Ser Arg Leu Lys Ala Met Gly He 
340 345 350 

Arg He Thr Arg Thr Tyr Glu Glu Glu Trp Ser Tyr He Pro Val Gly 
355 360 365 

Gly Ser Leu Pro Asn Thr Glu Gin Lys Asn Leu Ala Phe Gly Ala Ala 
370 375 380 

Ala Ser' Met Val His Pro Ala Thr Gly Tyr Ser Val Val Arg Ser Leu 
385 390 395 400 

Ser Glu Ala Pro Asn Tyr Ala Ala Val He Ala Lys He Leu Arg Gin 
405 410 415 

Asp Gin Ser Lys Glu Met He Ser Leu Gly Lys Tyr Thr Asn He Ser 
420 425 430 

Lys Gin Ala Trp Glu Thr Leu Trp Pro Leu Glu Arg Lys Arg Gin Arg 
435 440 445 

Ala Phe Phe Leu Phe Gly Leu Ser His He Val Leu Met Asp Leu Glu 
450 455 460 

Gly Thr Arg Thr Phe Phe Arg Thr Phe Phe Arg Leu Pro Lys Trp Met 
465 470 475 480 

Trp Trp Gly Phe Leu Gly Ser Ser Leu Ser Ser Thr Asp Leu He He 
485 490 495 

Phe Ala Leu Tyr Met Phe Val He Ala Pro His Ser Leu Arg Met Glu 
500 505 510 

Leu Val Arg His Leu Leu Ser Asp Pro Thr Gly Ala Thr Met Val Lys 
515 520 525 

Ala Tyr Leu Thr He 
530 
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<210> 53 
<211> 526 
<212> PRT 

<213> Lycopersicon esculentum 



<400> 53 
Met Glu Cys Val 
1 



Arg Pro Arg Leu 
20 

Ser lie Phe Leu 
35 

Ser Gly Ser Asp 
50 

Glu Asp Tyr lie 
65 

Gin Gin Lys Lys 



Arg Gin lie Ser 
100 

Cys Gly Pro Ala 
115 



Leu Asn Val Gly 
130 

Gly Val Trp Glu 
145 

Glu His Val Trp 



lie Leu lie Gly 
180 

Glu Glu Leu Leu 
195 

Ser Lys Val Asp 
210 

Glu Cys Glu Gly 
225 



Ser Gly Ala Ala 



Arg Val Ser Val 
260 



Gly Val Gin Asn 
5 



Asn Arg Trp Ser 



Ala Tyr Glu Gin 
40 

Ser Cys Val Val 
55 

Lys Ala Gly Gly 
70 

Asp Met Asp Gin 
85 

Ala Gly Gin Thr 



Gly Leu Ala Leu 
120 

Leu Val Gly Pro 
135 

Asp Glu Phe Lys 
150 



Arg Asp Thr lie 
165 



Arg Ala Tyr Gly 



Lys Arg Cys Val 
200 

Arg lie Val Glu 
215 

Asp Val Val He 
230 

Ser Gly Lys Phe 
245 

Gin Thr Ala Tyr 



Val Gly Ala Met 
10 

Gly Gly Glu Leu 
25 

Tyr Glu Ser Lys 



Asp Lys Glu Asp 
60 

Ser Gin Leu Val 
75 

Gin Ser Lys Leu 
90 

Val Leu Asp Leu 
105 

Ala Ala Glu Ser 



Asp Leu Pro Phe 
140 

Asp Leu Gly Leu 
155 

Val Tyr Leu Asp 
170 

Arg Val Ser Arg 
185 

Glu Ala Gly Val 



Ala Thr Asn Gly 
220 

Pro Cys Arg Phe 
235 

Leu Gin Tyr Glu 
250 

Gly Val Glu Val 
265 



Ala Val Leu Thr 
15 

Cys Gin Glu Lys 
30 

Cys Asn Ser Ser 
45 

Phe Ala Asp Glu 



Phe Val Gin Met 
80 

Ser Asp Glu Leu 
95 

Val Val He Gly 
110 

Ala Lys Leu Gly 
125 

Thr Asn Asn Tyr 



Gin Ala Cys He 
160 

Asp Asp Glu Pro 
175 

His Phe Leu His 
190 



Leu Tyr Leu Asn 
205 

Gin Ser Leu Val 



Val Thr Val Ala 
240 

Leu Gly Ser Pro 
255 

Glu Val Asp Asn 
270 
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Asn Pro Phe Asp Pro Ser Leu Met Val Phe Met Asp Tyr Arg Asp Tyr 
275 280 285 

Leu Arg His Asp Ala Gin Ser Leu Glu Ala Lys Tyr Pro Thr Phe Leu 
290 295 300 

Tyr Ala Met Pro Met Ser Pro Thr Arg Val Phe Phe Glu Glu Thr Cys 
305 310 315 320 

Leu Ala Ser Lys Asp Ala Met Pro Phe Asp Leu Leu Lys Lys Lys Leu 
325 330 335 

Met Leu Arg Leu Asn Thr Leu Gly Val Arg lie Lys Glu lie Tyr Glu 
340 345 350 

Glu Glu Trp Ser Tyr lie Pro Val Gly Gly Ser Leu Pro Asn Thr Glu 
355 360 365 

Gin Lys Thr Leu Ala Phe Gly Ala Ala Ala Ser Met Val His Pro Ala 
370 375 380 

Thr Gly Tyr Ser Val Val Arg Ser Leu Ser Glu Ala Pro Lys Cys Ala 
385 390 395 400 

Ser Val Leu Ala Asn lie Leu Arg Gin His Tyr Ser Lys Asn Met Leu 
405 410 415 

Thr Ser Ser Ser lie Pro Ser lie Ser Thr Gin Ala Trp Asn Thr Leu 
420 425 430 

Trp Pro Gin Glu Arg Lys Arg Gin Arg Ser Phe Phe Leu Phe Gly Leu 
435 440 445 

Ala Leu lie Leu Gin Leu Asp lie Glu Gly lie Arg Ser Phe Phe Arg 
450 455 460 

Ala Phe Phe Arg Val Pro Lys Trp Met Trp Gin Gly Phe Leu Gly Ser 
465 470 475 480 

Ser Leu Ser Ser Ala Asp Leu Met Leu Phe Ala Phe Tyr Met Phe lie 
485 490 495 

lie Ala Pro Asn Asp Met Arg Lys Gly Leu lie Arg His Leu Leu Ser 
500 505 510 

Asp Pro Thr Gly Ala Thr Leu lie Arg Thr Tyr Leu Thr Phe 
515 520 525 



<210> 54 
<211> 516 
<212> PRT 

<213> Tagetes erecta 
<400> 54 

Met Ser Met Arg Ala Gly His Met Thr Ala Thr Met Ala Ala Phe Thr 
15 10 15 
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Cys Pro Arg Phe Met Thr Ser lie Arg Tyr Thr Lys Gin lie Lys Cys 

20 25 30 

Asn Ala Ala Lys Ser Gin Leu Val Val Lys Gin Glu lie Glu Glu Glu 

35 40 45 

Glu Asp Tyr Val Lys Ala Gly Gly Ser Glu Leu Leu Phe Val Gin Met 
50 55 60 



Gin Gin Asn Lys Ser Met Asp Ala 
65 70 

Pro Arg Val Pro lie Gly Gly Gly 
85 

Leu Val Val lie Gly Cys Gly Pro 
100 



Gin Ser Ser Leu Ser Gin Lys Leu 
75 80 

Gly Asp Ser Asn Cys lie Leu Asp 
90 95 

Ala Gly Leu Ala Leu Ala Gly Glu 
105 110 



Ser Ala Lys Leu 
115 

Phe Thr Asn Asn 
130 



Gly Leu Asn Val 
120 

Tyr Gly Val Trp 
135 



Ala Leu lie Gly 

Glu Asp Glu Phe 
140 



Pro Asp Leu Pro 
125 

lie Gly Leu Gly 



Leu Glu Gly Cys 
145 

Asp Asp Asn Asp 



lie Glu His Val 
150 

Pro lie Leu lie 
165 



Trp Arg Asp Thr 
155 

Gly Arg Ala Tyr 
170 



Val Val Tyr Leu 
160 

Gly Arg Val Ser 
175 



Arg Asp Leu Leu 
180 

Val Ser Tyr Leu 
195 

Gly Leu Ser Leu 
210 

Leu Ala Thr Val 
225 

Glu Leu Gly Gly 



Val Glu Val Glu 
260 

Asp Tyr Arg Asp 
275 

Tyr Pro Thr Phe 
290 

Phe Glu Glu Thr 
305 



His Glu Glu Leu 



Ser Ser Lys Val 
200 

lie Glu Cys Glu 
215 

Ala Ser Gly Ala 
230 



Pro Arg Val Cys 
245 

Ser lie Pro Tyr 



Tyr Thr Lys His 
280 

Leu Tyr Val Met 
295 

Cys Leu Ala Ser 
310 



Leu Thr Arg Cys 
185 

Glu Arg lie Thr 



Gly Asn lie Thr 
220 

Ala Ser Gly Lys 
235 

Val Gin Thr Ala 
250 

Asp Pro Ser Leu 
265 

Lys Ser Gin Ser 



Pro Met Ser Pro 
300 

Lys Glu Ala Met 
315 



Met Glu Ser Gly 
190 

Glu Ala Pro Asn 
205 

lie Pro Cys Arg 



Leu Leu Gin Tyr 
240 

Tyr Gly lie Glu 
255 

Met Val Phe Met 
270 

Leu Glu Ala Gin 
285 

Thr Lys Val Phe 



Pro Phe Glu Leu 
320 
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Leu Lys Thr Lys Leu Met Ser Arg Leu Lys Thr Met Gly lie Arg lie 
325 330 335 

Thr Lys Thr Tyr Glu Glu Glu Trp Ser Tyr lie Pro Val Gly Gly Ser 
340 345 350 

Leu Pro Asn Thr Glu Gin Lys Asn Leu Ala Phe Gly Ala Ala Ala Ser 
355 360 365 

Met Val His Pro Ala Thr Gly Tyr Ser Val Val Arg Ser Leu Ser Glu 
370 375 380 

Ala Pro Asn Tyr Ala Ala Val lie Ala Lys lie Leu Gly Lys Gly Asn 
385 390 395 400 

Ser Lys Gin Met Leu Asp His Gly Arg Tyr Thr Thr Asn lie Ser Lys 
405 410 415 

Gin Ala Trp Glu Thr Leu Trp Pro Leu Glu Arg Lys Arg Gin Arg Ala 
420 425 430 

Phe Phe Leu Phe Gly Leu Ala Leu He Val Gin Met Asp He Glu Gly 
435 440 445 

Thr Arg Thr Phe Phe Arg Thr Phe Phe Arg Leu Pro Thr Trp Met Trp 
450 455 460 

Trp Gly Phe Leu Gly Ser Ser Leu Ser Ser Thr Asp Leu He He Phe 
465 470 475 480 

Ala Phe Tyr Met Phe He He Ala Pro His Ser Leu Arg Met Gly Leu 
485 490 495 

Val Arg His Leu Leu Ser Asp Pro Thr Gly Gly Thr Met Leu Lys Ala 
500 505 510 

Tyr Leu Thr He 
515 



<210> 55 
<211> 501 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 55 

Met Asp Thr Leu Leu Lys Thr Pro Asn Lys Leu Asp Phe Phe He Pro 
1 5 10 15 

Gin Phe His Gly Phe Glu Arg Leu Cys Ser Asn Asn Pro Tyr His Ser 
20 25 30 

Arg Val Arg Leu Gly Val Lys Lys Arg Ala He Lys He Val Ser Ser 
35 40 45 

Val Val Ser Gly Ser Ala Ala Leu Leu Asp Leu Val Pro Glu Thr Lys 
50 55 60 
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Lys Glu Asn Leu Asp Phe Glu Leu Pro Leu Tyr Asp Thr Ser Lys Ser 
65 70 75 80 

Gin Val Val Asp Leu Ala He Val Gly Gly Gly Pro Ala Gly Leu Ala 
85 90 95 

Val Ala Gin Gin Val Ser Glu Ala Gly Leu Ser Val Cys Ser He Asp 
100 105 110 

Pro Ser Pro Lys Leu He Trp Pro Asn Asn Tyr Gly Val Trp Val Asp 
115 120 125 

Glu Phe Glu Ala Met Asp Leu Leu Asp Cys Leu Asp Thr Thr Trp Ser 
130 135 140 

Gly Ala Val Val Tyr Val Asp Glu Gly Val Lys Lys Asp Leu Ser Arg 
145 150 155 160 

Pro Tyr Gly Arg Val Asn Arg Lys Gin Leu Lys Ser Lys Met Leu Gin 
165 170 175 

Lys Cys He Thr Asn Gly Val Lys Phe His Gin Ser Lys Val Thr Asn 
180 185 190 

Val Val His Glu Glu Ala Asn Ser Thr Val Val Cys Ser Asp Gly Val 
195 200 205 

Lys He Gin Ala Ser Val Val Leu Asp Ala Thr Gly Phe Ser Arg Cys 
210 215 220 

Leu Val Gin Tyr Asp Lys Pro Tyr Asn Pro Gly Tyr Gin Val Ala Tyr 
225 230 235 240 

Gly He Val Ala Glu Val Asp Gly His Pro Phe Asp Val Asp Lys Met 
245 250 255 

Val Phe Met Asp Trp Arg Asp Lys His Leu Asp Ser Tyr Pro Glu Leu 
260 265 270 

Lys Glu Arg Asn Ser Lys He Pro Thr Phe Leu Tyr Ala Met Pro Phe 
275 280 285 

Ser Ser Asn Arg He Phe Leu Glu Glu Thr Ser Leu Val Ala Arg Pro 
290 295 300 

Gly Leu Arg Met Glu Asp He Gin Glu Arg Met Ala Ala Arg Leu Lys 
305 310 315 320 

His Leu Gly lie Asn Val Lys Arg He Glu Glu Asp Glu Arg Cys Val 
325 330 335 

He Pro Met Gly Gly Pro Leu Pro Val Leu Pro Gin Arg Val Val Gly 
340 345 350 

He Gly Gly Thr Ala Gly Met Val His Pro Ser Thr Gly Tyr Met Val 
355 360 365 



72 



Ala Arg Thr Leu Ala Ala Ala Pro lie Val Ala Asn Ala lie Val Arg 
370 375 380 

Tyr Leu Gly Ser Pro Ser Ser Asn Ser Leu Arg Gly Asp Gin Leu Ser 
385 390 395 400 

Ala Glu Val Trp Arg Asp Leu Trp Pro lie Glu Arg Arg Arg Gin Arg 
405 410 415 

Glu Phe Phe Cys Phe Gly Met Asp lie Leu Leu Lys Leu Asp Leu Asp 
420 425 430 

Ala Thr Arg Arg Phe Phe Asp Ala Phe Phe Asp Leu Gin Pro His Tyr 
435 440 445 

Trp His Gly Phe Leu Ser Ser Arg Leu Phe Leu Pro Glu Leu Leu Val 
450 455 460 

Phe Gly Leu Ser Leu Phe Ser His Ala Ser Asn Thr Ser Arg Leu Glu 
465 470 475 480 

lie Met Thr Lys Gly Thr Val Pro Leu Ala Lys Met lie Asn Asn Leu 
485 490 495 

Val Gin Asp Arg Asp 
500 



<210> 56 
<211> 502 
<212> PRT 

<213> Adonis palaestina 
<400> 56 

Met Asp Thr Leu Leu Arg Thr His Asn Lys Leu Glu Leu Leu Pro Thr 
1 5 10 15 

Leu His Gly Phe Ala Glu Lys Gin His Leu Val Ser Thr Ser Lys Leu 
20 25 30 

Gin Asn Gin Val Phe Arg lie Ala Ser Arg Asn lie His Pro Cys Arg 
35 40 45 

Asn Gly Thr Val Lys Ala Arg Gly Ser Ala Leu Leu Glu Leu Val Pro 
50 55 60 

Glu Thr Lys Lys Glu Asn Leu Glu Phe Asp Leu Pro Ala Tyr Asp Pro 
65 70 75 80 

Ser Arg Gly He Val Val Asp Leu Ala Val Val Gly Gly Gly Pro Ala 
85 90 95 

Gly Leu Ala He Ala Gin Gin Val Ser Glu Ala Gly Leu Leu Val Cys 
100 105 HO 

Ser He Asp Pro Ser Pro Lys Leu He Trp Pro Asn Asn Tyr Gly Val 
115 120 125 
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Trp Val Asp Glu Phe Glu Ala Met Asp Leu Leu Asp Cys Leu Asp Thr 
130 135 140 

Thr Trp Ser Gly Ala Val Val Tyr Thr Asp Asp Asn Ser Lys Lys Tyr 
145 150 155 160 

Leu Asp Arg Pro Tyr Gly Arg Val Asn Arg Lys Gin Leu Lys Ser Lys 
165 170 175 

Met Leu Gin Lys Cys Val Thr Asn Gly Val Lys Phe His Gin Ala Lys 
180 185 190 

Val lie Lys Val lie His Glu Glu Ser Lys Ser Leu Leu lie Cys Asn 
195 200 205 

Asp Gly lie Thr lie Asn Ala Thr Val Val Leu Asp Ala Thr Gly Phe 
210 215 220 

Ser Arg Cys Leu Val Gin Tyr Asp Lys Pro Tyr Asn Pro Gly Tyr Gin 
225 230 235 240 

Val Ala Tyr Gly lie Met Ala Glu Val Glu Glu His Pro Phe Asp Leu 
245 250 255 

Asp Lys Met Leu Phe Met Asp Trp Arg Asp Ser His Leu Asn Glu Lys 
260 265 270 

Leu Glu Leu Lys Asp Lys Asn. Arg Lys lie Pro Thr Phe Leu Tyr Ala 
275 280 285 

Met Pro Phe Ser Ser Thr Lys lie Phe Leu Glu Glu Thr Ser Leu Val 
290 295 300 

Ala Arg Pro Gly Leu Arg Phe Glu Asp lie Gin Glu Arg Met Val Ala 
305 310 315 320 

Arg Leu Lys His Leu Gly lie Lys Val Lys Ser lie Glu Glu Asp Glu 
325 330 335 

Arg Cys Val lie Pro Met Gly Gly Pro Leu Pro Val Leu Pro Gin Arg 
340 345 350 

Val Val Gly lie Gly Gly Thr Ala Gly Met Val His Pro Ser Thr Gly 
355 360 365 

Tyr Met Val Ala Arg Thr Leu Ala Ala Ala Pro Val Val Ala Lys Ser 
370 375 380 

lie Val Gin Tyr Leu Gly Ser Asp Arg Ser Leu Ser Gly Asn Glu Leu 
385 390 395 400 

Ser Ala Glu Val Trp Lys Asp Leu Trp Pro lie Glu Arg Arg Arg Gin 
405 410 415 

Arg Glu Phe Phe Cys Phe Gly Met Asp lie Leu Leu Lys Leu Asp Leu 
420 425 430 
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Gin Gly Thr Arg Arg Phe Phe Asp Ala Phe Phe Asp Leu Glu Pro His 
435 440 445 

Tyr Trp His Gly Phe Leu Ser Ser Arg Leu Phe Leu Pro Glu Leu Leu 
450 455 460 

Phe Phe Gly Leu Ser Leu Phe Ser His Ala Ser Asn Ala Ser Arg lie 
465 470 475 480 

Glu lie Met Ala Lys Gly Thr Val Pro Leu Val Asn Met Met Asn Asn 
485 490 495 

Leu lie Gin Asp Thr Asp 
500 



<210> 57 
<211> 498 
<212> PRT 

<213> Capsicum annuum 
<400> 57 

Met Asp Thr Leu Leu Arg Thr Pro Asn Asn Leu Glu Phe Leu His Gly 
1 5 10 15 

Phe Gly Val Lys Val Ser Ala Phe Ser Ser Val Lys Ser Gin Lys Phe 
20 25 30 

Gly Ala Lys Lys Phe Cys Glu Gly Leu Gly Ser Arg Ser Val Cys Val 
35 40 45 

Lys Ala Ser Ser Ser Ala Leu Leu Glu Leu Val Pro Glu Thr Lys Lys 
50 55 60 

Glu Asn Leu Asp Phe Glu Leu Pro Met Tyr Asp Pro Ser Lys Gly Val 
65 70 75 80 

Val Val Asp Leu Ala Val Val Gly Gly Gly Pro Ala Gly Leu Ala Val 
85 90 95 

Ala Gin Gin Val Ser Glu Ala Gly Leu Ser Val Cys Ser lie Asp Pro 
100 105 HO 

Asn Pro Lys Leu He Trp Pro Asn Asn Tyr Gly Val Trp Val Asp Glu 
115 120 125 

Phe Glu Ala Met Asp Leu Leu Asp Cys Leu Asp Ala Thr Trp Ser Gly 
130 135 140 

Ala Ala Val Tyr He Asp Asp Lys Thr Thr Lys Asp Leu Asn Arg Pro 
I 45 150 155 160 

Tyr Gly Arg Val Asn Arg Lys Gin Leu Lys Ser Lys Met Met Gin Lys 
165 170 175 

Cys He Leu Asn Gly Val Lys Phe His Gin Ala Lys Val He Lys Val 
180 185 190 
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lie His Glu Glu Ser Lys Ser Met Leu lie Cys Asn Asp Gly lie Thr 
195 200 205 

lie Gin Ala Thr Val Val Leu Asp Ala Thr Gly Phe Ser Arg Ser Leu 
210 215 220 

Val Gin Tyr Asp Lys Pro Tyr Asn Pro Gly Tyr Gin Val Ala Tyr Gly 
225 230 235 240 

lie Leu Ala Glu Val Glu Glu His Pro Phe Asp Val Asn Lys Met Val 
245 250 255 

Phe Met Asp Trp Arg Asp Ser His Leu Lys Asn Asn Val Glu Leu Lys 
260 265 270 

Glu Arg Asn Ser Arg lie Pro Thr Phe Leu Tyr Ala Met Pro Phe Ser 
275 280 285 

Ser Asn Arg lie Phe Leu Glu Glu Thr Ser Leu Val Ala Arg Pro Gly 
290 295 300 

Leu Gly Met Asp Asp lie Gin Glu Arg Met Val Ala Arg Leu Ser His 
305 310 315 320 

Leu Gly lie Lys Val Lys Ser lie Glu Glu Asp Glu His Cys Val lie 
325 330 335 

Pro Met Gly Gly Pro Leu Pro Val Leu Pro Gin Arg Val Val Gly lie 
340 345 350 

Gly Gly Thr Ala Gly Met Val His Pro Ser Thr Gly Tyr Met Val Ala 
355 360 365 

Arg Thr Leu Ala Ala Ala Pro Val Val Ala Asn Ala lie lie Gin Tyr 
370 375 380 

Leu Ser Ser Glu Arg Ser His Ser Gly Asp Glu Leu Ser Ala Ala Val 
385 390 395 400 

Trp Lys Asp Leu Trp Pro lie Glu Arg Arg Arg Gin Arg Glu Phe Phe 
405 410 415 

Cys Phe Gly Met Asp lie Leu Leu Lys Leu Asp Leu Pro Ala Thr Arg 
420 425 430 

Arg Phe Phe Asp Ala Phe Phe Asp Leu Glu Pro Arg Tyr Trp His Gly 
435 440 445 

Phe Leu Ser Ser Arg Leu Phe Leu Pro Glu Leu He Val Phe Gly Leu 
450 455 460 

Ser Leu Phe Ser His Ala Ser Asn Thr Ser Arg Leu Glu He Met Thr 
4 65 470 475 480 

Lys Gly Thr Leu Pro Leu Val His Met He Asn Asn Leu Leu Gin Asp 
485 490 495 



Lys Glu 
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<210> 58 
<211> 500 
<212> PRT 

<213> Lycopersicon esculentum 
<400> 58 

Met Asp Thr Leu Leu Lys Thr Pro Asn Asn Leu Glu Phe Leu Asn Pro 
15 10 15 

His His Gly Phe Ala Val Lys Ala Ser Thr Phe Arg Ser Glu Lys His 
20 25 30 

His Asn Phe Gly Ser Arg Lys Phe Cys Glu Thr Leu Gly Arg Ser Val 
35 40 45 

Cys Val Lys Gly Ser Ser Ser Ala Leu Leu Glu Leu Val Pro Glu Thr 
50 55 60 

Lys Lys Glu Asn Leu Asp Phe Glu Leu Pro Met Tyr Asp Pro Ser Lys 
65 70 75 80 

Gly Val Val Val Asp Leu Ala Val Val Gly Gly Gly Pro Ala Gly Leu 
85 90 95 

Ala Val Ala Gin Gin Val Ser Glu Ala Gly Leu Ser Val Cys Ser lie 
100 105 110 

Asp Pro Asn Pro Lys Leu lie Trp Pro Asn Asn Tyr Gly Val Trp Val 
115 120 125 

Asp Glu Phe Glu Ala Met Asp Leu Leu Asp Cys Leu Asp Ala Thr Trp 
130 135 140 

Ser Gly Ala Ala Val Tyr lie Asp Asp Asn Thr Ala Lys Asp Leu His 
145 150 155 160 

Arg Pro Tyr Gly Arg Val Asn Arg Lys Gin Leu Lys Ser Lys Met Met 
165 170 175 

Gin Lys Cys lie Met Asn Gly Val Lys Phe His Gin Ala Lys Val lie 
180 185 190 

Lys Val lie His Glu Glu Ser Lys Ser Met Leu lie Cys Asn Asp Gly 
195 200 205 

He Thr He Gin Ala Thr Val Val Leu Asp Ala Thr Gly Phe Ser Arg 
210 215 220 

Ser Leu Val Gin Tyr Asp Lys Pro Tyr Asn Pro Gly Tyr Gin Val Ala 
225 230 235 240 

Tyr Gly He Leu Ala Glu Val Glu Glu His Pro Phe Asp Val Asn Lys 
2 45 250 255 
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Met Val Phe Met Asp Trp Arg Asp Ser His Leu Lys Asn Asn Thr Asp 
260 265 270 

Leu Lys Glu Arg Asn Ser Arg lie Pro Thr Phe Leu Tyr Ala Met Pro 
275 280 285 

Phe Ser Ser Asn Arg lie Phe Leu Glu Glu Thr Ser Leu Val Ala Arg 
290 295 300 

Pro Gly Leu Arg lie Asp Asp lie Gin Glu Arg Met Val Ala Arg Leu 
305 310 315 320 

Asn His Leu Gly lie Lys Val Lys Ser lie Glu Glu Asp Glu His Cys 
325 330 335 

Leu lie Pro Met Gly Gly Pro Leu Pro Val Leu Pro Gin Arg Val Val 
340 345 350 

Gly lie Gly Gly Thr Ala Gly Met Val His Pro Ser Thr Gly Tyr Met 
355 360 365 

Val Ala Arg Thr Leu Ala Ala Ala Pro Val Val Ala Asn Ala lie He 
370 375 380 

Gin Tyr Leu Gly Ser Glu Arg Ser His Ser Gly Asn Glu Leu Ser Thr 
385 390 395 400 

Ala Val Trp Lys Asp Leu Trp Pro He Glu Arg Arg Arg Gin Arg Glu 
405 410 415 

Phe Phe Cys Phe Gly Met Asp He Leu Leu Lys Leu Asp Leu Pro Ala 
420 425 430 

Thr Arg Arg Phe Phe Asp Ala Phe Phe Asp Leu Glu Pro Arg Tyr Trp 
435 440 445 

His Gly Phe Leu Ser Ser Arg Leu Phe Leu Pro Glu Leu He Val Phe 
450 455 460 

Gly Leu Ser Leu Phe Ser His Ala Ser Asn Thr Ser Arg Phe Glu He 
465 470 475 480 

Met Thr Lys Gly Thr Val Pro Leu Val Asn Met He Asn Asn Leu Leu 
485 490 495 

Gin Asp Lys Glu 
500 



<210> 59 
<211> 500 
<212> PRT 

<213> Nicotiana tabacum 
<400> 59 

Met Asp Thr Leu Leu Lys Thr Pro Asn Lys Leu Glu Phe Leu His Pro 
15 10 15 



Val His Gly Phe 
20 

His Lys Phe Gly 
35 

Cys Val Lys Ala 
50 



Lys Lys Glu Asn 
65 

Gly -,Leu Val Val 



Ala Val Ala Gin 
100 

Asp Pro Ser Pro 
115 

Asp Glu Phe Glu 
130 

Ser Gly Thr Val 
145 

Arg Pro Tyr Gly 



Gin Lys Cys lie 
180 

Lys Val lie His 
195 

Val Thr He Gin 
210 

Cys Leu Val Gin 
225 

Tyr Gly He Leu 



Met Val Leu Met 
260 

Leu Lys Glu Arg 
275 

Phe Ser Ser Asn 
290 

Pro Gly Leu Arg 
305 



Ser Val Lys Ala 



Ser Arg Lys He 
40 

Lys Ser Ser Ala 
55 

Leu Asp Phe Glu 
70 

Asp Leu Ala Val 
85 

Gin Val Ser Glu 



Lys Leu He Trp 
120 

Ala Met Asp Leu 
135 

Val Tyr He Asp 
150 

Arg Val Asn Arg 
165 

Leu Asn Gly Val 



Glu Glu Ala Lys 
200 

Ala Thr Val Val 
215 

Tyr Asp Lys Pro 
230 

Ala Glu Val Glu 
245 

Asp Trp Arg Asp 



Asn Arg Lys Val 
280 

Lys He Phe Leu 
295 

Met Asp Asp He 
310 
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Ser Ser Phe Asn 
25 

Cys Glu Asn Trp 



Leu Leu Glu Leu 
60 

Leu Pro Met Tyr 
75 

Val Gly Gly Gly 
90 

Ala Gly Leu Ser 
105 

Pro Asn Asn Tyr 



Leu Asp Cys Leu 
140 

Asp Asn Thr Thr 
155 

Lys Gin Leu Lys 
170 

Lys Phe His His 
185 

Ser Met Leu He 



Leu Asp Ala Thr 
220 

Tyr Lys Pro Gly 
235 

Glu His Pro Phe 
250 

Ser His Leu Gly 
265 

Pro Thr Phe Leu 



Glu Glu Thr Ser 
300 

Gin Glu Arg Met 
315 



Ser Val Lys Pro 
30 

Gly Lys Gly Val 
45 

Val Pro Glu Thr 



Asp Pro Ser Lys 
80 

Pro Ala Gly Leu 
95 

Val Val Ser He 
110 

Gly Val Trp Val 
125 

Asp Ala Thr Trp 



Lys Asp Leu Asp 
160 

Ser Lys Met Met 
175 

Ala Lys Val He 
190 

Cys Asn Asp Gly 
205 

Gly Phe Ser Arg 



Tyr Gin Val Ala 
240 

Asp Thr Ser Lys 
255 

Asn Asn Met Glu 
270 

Tyr Ala Met Pro 
285 

Leu Val Ala Arg 



Val Ala Arg Leu 
320 
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Asn His Leu Gly lie Lys Val Lys Ser lie Glu Glu Asp Glu His Cys 
325 330 335 

Val lie Pro Met Gly Gly Ser Leu Pro Val lie Pro Gin Arg Val Val 
340 345 350 

Gly Thr Gly Gly Thr Ala Gly Leu Val His Pro Ser Thr Gly Tyr Met 
355 360 365 

Val Ala Arg Thr Leu Ala Ala Ala Pro Val Val Ala Asn Ala lie lie 
370 375 380 

His Tyr Leu Gly Ser Glu Lys Asp Leu Leu Gly Asn Glu Leu Ser Ala 
385 390 395 400 

Ala Val Trp Lys Asp Leu Trp Pro lie Glu Arg Arg Arg Gin Arg Glu 
405 410 415 

Phe Phe Cys Phe Gly Met Asp lie Leu Leu Lys Leu Asp Leu Pro Ala 
420 425 430 

Thr Arg Arg Phe Phe Asp Ala Phe Phe Asp Leu Glu Pro Arg Tyr Trp 
435 440 445 

His Gly Phe Leu Ser Ser Arg Leu Tyr Leu Pro Glu Leu lie Phe Phe 
450 455 460 

Gly Leu Ser Leu Phe Ser Arg Ala Ser Asn Thr Ser Arg lie Glu lie 
465 470 475 480 

Met Thr Lys Gly Thr Leu Pro Leu Val Asn Met lie Asn Asn Leu Leu 
485 490 495 

Gin Asp Thr Glu 
500 



<210> 60 
<211> 511 
<212> PRT 

<213> Tagetes erecta 
<400> 60 

Met Asp Thr Phe Leu Arg Thr Tyr Asn Ser Phe Glu Phe Val His Pro 
1 5 10 15 

Ser Asn Lys Phe Ala Gly Asn Leu Asn Asn Leu Asn Gin Leu Asn Gin 
20 25 30 

Ser Lys Ser Gin Phe Gin Asp Phe Arg Phe Gly Pro Lys Lys Ser Gin 
35 40 45 

Phe Lys Leu Gly Gin Lys Tyr Cys Val Lys Ala Ser Ser Ser Ala Leu 
50 55 60 

Leu Glu Leu Val Pro Glu He Lys Lys Glu Asn Leu Asp Phe Asp Leu 
65 70 75 80 



80 



Pro Met Tyr Asp Pro Ser Arg Asn Val Val Val Asp Leu Val Val Val 
85 90 95 

Gly Gly Gly Pro Ser Gly Leu Ala Val Ala Gin Gin Val Ser Glu Ala 
100 105 110 

Gly Leu Thr Val Cys Ser lie Asp Pro Ser Pro Lys Leu lie Trp Pro 
115 120 125 

Asn Asn Tyr Gly Val Trp Val Asp Glu Phe Glu Ala Met Asp Leu Leu 
130 135 140 

Asp Cys Leu Asp Thr Thr Trp Ser Ser Ala Val Val Tyr lie Asp Glu 
145 150 155 160 

Lys Ser Thr Lys Ser Leu Asn Arg Pro Tyr Ala Arg Val Asn Arg Lys 
165 170 175 

Gin Leu Lys Thr Lys Met Leu Gin Lys Cys lie Ala Asn Gly Val Lys 
180 185 190 

Phe His Gin Ala Lys Val lie Lys Val lie His Glu Glu Leu Lys Ser 
195 200 205 

Leu Leu lie Cys Asn Asp Gly Val Thr lie Gin Ala Thr Leu Val Leu 
210 215 220 

Asp Ala Thr Gly Phe Ser Arg Ser Leu Val Gin Tyr Asp Lys Pro Tyr 
225 230 235 240 

Asn Pro Gly Tyr Gin Val Ala Tyr Gly lie Leu Ala Glu Val Glu Glu 
245 250 255 

His Pro Phe Asp Val Asp Lys Met Leu Phe Met Asp Trp Arg Asp Ser 
260 265 270 

His Leu Asp Gin Asn Leu Glu lie Lys Ala Arg Asn Ser Arg lie Pro 
275 280 285 

Thr Phe Leu Tyr Ala Met Pro Phe Ser Ser Thr Arg lie Phe Leu Glu 
290 295 300 

Glu Thr Ser Leu Val Ala Arg Pro Gly Leu Lys Met Glu Asp lie Gin 
305 310 315 320 

Glu Arg Met Ala Tyr Arg Leu Lys His Leu Gly lie Lys Val Lys Ser 
325 330 335 

lie Glu Glu Asp Glu Arg Cys Val lie Pro Met Gly Gly Pro Leu Pro 
340 345 350 

Val Leu Pro Gin Arg Val Leu Gly lie Gly Gly Thr Ala Gly Met Val 
355 360 365 

His Pro Ser Thr Gly Tyr Met Val Ala Arg Thr Leu Ala Ala Ala Pro 
370 375 380 
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lie Val Ala Lys 
385 

Val Ala Asp Val 



Leu Trp Pro lie 
420 

Met Asp lie Leu 
435 

Asp Ala Phe Phe 
450 

Ser Arg Leu Phe 
465 

Gly His Ala Ser 



Leu Pro Leu Ala 
500 



Ser lie lie Arg 
390 

Thr Gly Asp Asp 
405 

Glu Arg Arg Arg 



Leu Lys Leu Asp 
440 

Asp Leu Glu Pro 
455 

Leu Pro Glu Leu 
470 

Asn Thr Cys Arg 
485 

Thr Met lie Gly 



Tyr Leu Asn Asn 
395 

Leu Ala Ala Gly 
410 

Gin Arg Glu Phe 
425 

Leu Glu Gly Thr 



Arg Tyr Trp His 
460 

Val Thr Phe Gly 
475 

Val Glu lie Met 
490 

Asn Leu Val Arg 
505 



Glu Lys Ser Met 
400 

lie Trp Arg Glu 
415 

Phe Cys Phe Gly 
430 

Arg Arg Phe Phe 
445 

Gly Phe Leu Ser 



Leu Ser Leu Phe 
480 

Ala Lys Gly Thr 
495 

Asp Arg Glu 
510 



<210> 61 
<211> 503 
<212> PRT 

<213> Narcissus pseudonarcissus 
<400> 61 

Met Asp Thr Leu Leu Arg Thr His Asn Arg Leu Glu Leu Leu Tyr Pro 
15 10 15 

Leu His Glu Leu Ala Lys Arg His Phe Leu Ser Pro Ser Pro Asn Pro 
20 25 30 

Gin Asn Pro Asn Phe Lys Phe Phe Ser Arg Lys Pro Tyr Gin Lys Lys 
35 40 45 

Cys Arg Asn Gly Tyr He Gly Val Ser Ser Asn Gin Leu Leu Asp Leu 
50 55 60 

Val Pro Glu He Lys Lys Glu His Leu Glu Phe Asp Leu Pro Leu Tyr 
65 70 75 80 

Asp Pro Ser Lys Ala Leu Thr Leu Asp Leu Ala Val Val Gly Gly Gly 
85 90 95 

Pro Leu Ala Arg Ser Cys Ser Thr Ser Leu Gly Gly Gly Leu Ser Val 
100 105 HO 

Val Ser He Asp Pro Asn Pro Lys Leu He Trp Pro Asn Asn Tyr Gly 
115 120 125 

Val Trp Val Asp Glu Phe Glu Asp Met Asp Leu Leu Asp Cys Leu Asp 
130 135 140 
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Ala Thr Trp Ser Gly Ala lie Val Tyr Val Asp Asp Arg Ser Thr Lys 
145 150 ' 155 160 

Asn Leu Ser Arg Pro Tyr Ala Arg Val Asn Arg Lys Asn Leu Lys Ser 
165 170 175 

Lys Met Met Lys Lys Cys Val Ser Asn Gly Val Arg Phe His Gin Ala 
180 185 190 

Thr Val Val Lys Ala Met His Glu Glu Glu Lys Ser Tyr Leu lie Cys 
195 200 205 

Ser Asp Gly Val Thr lie Asp Ala Arg Val Val Leu Asp Ala Thr Gly 
210 215 220 

Phe Ser Arg Cys Leu Val Gin Tyr Asp Lys Pro Tyr Asn Pro Gly Tyr 
225 230 235 240 

Gin Val Ala Tyr Gly lie Leu Ala Glu Val Glu Glu His Pro Phe Asp 
245 250 255 

Val Asp Lys Met Val Phe Met Asp Trp Arg Asp Ser His Leu Asn Gly 
260 265 270 

Lys Ala Glu Leu Asn Glu Arg Asn Ala Lys lie Pro Thr Phe Leu Tyr 
275 280 285 

Ala Met Pro Phe Ser Ser Asn Arg lie Phe Leu Glu Glu Thr Ser Leu 
290 295 300 

Val Ala Arg Pro Gly Leu Lys Met Glu Asp lie Gin Glu Arg Met Val 
305 310 315 320 

Ala Arg Leu Asn His Leu Gly lie Arg lie Lys Ser lie Glu Glu Asp 
325 330 335 

Glu Arg Cys Val lie Pro Met Gly Gly Pro Leu Pro Val lie Pro Gin 
340 345 350 

Arg Val Val Gly lie Gly Gly Thr Ala Gly Met Val His Pro Ser Thr 
355 360 365 

Gly Tyr Met Val Ala Arg Thr Leu Ala Ala Ala Pro He Val Ala Asn 
370 375 380 

Ser He Val Gin Tyr Leu Val Ser Asp Ser Gly Leu Ser Gly Asn Asp 
385 390 395 400 

Leu Ser Ala Asp Val Trp Lys Asp Leu Trp Pro He Glu Arg Arg Arg 
405 410 415 

Gin Arg Glu Phe Phe Cys Phe Gly Met Asp He Leu Leu Lys Leu Asp 
420 425 430 

Leu Glu Gly Thr Arg Arg Phe Phe Asp Ala Phe Phe Asp Leu Glu Pro 
435 440 445 
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Arg Tyr Trp His Gly Phe Leu Ser Ser Arg Leu Phe Leu Pro Glu Leu 
450 455 460 

Val Pro Phe Gly Leu Ser Leu Phe Ser His Ala Ser Asn Thr Cys Lys 
465 470 475 480 

Leu Glu lie Met Ala Lys Gly Thr Leu Pro Leu Val Asn Met lie Asn 
485 490 495 

Asn Leu Val Gin Asp Arg Asp 
500 



<210> 62 
<211> 1894 
<212> DNA 

<213> Adonis palaestina 
<400> 62 

aaaggagtgt tctattaatg ttactgtcgc attcttgcaa cacttatatt caaactccat 60 
tttcttcttt tctcttcaaa acaacaaact aatgtgagca gagtatctgg ctatggaact 120 
acttggtgtt cgcaacctca tctcttcttg ccctgtgtgg acttttggaa caagaaacct 180 
tagtagttca aaactagctt ataacataca tcgatatggt tcttcttgta gagtagattt 240 
tcaagtgaga gctgatggtg gaagcgggag tagaagttct gttgcttata aagagggttt 3 00 
tgtggatgaa gaggatttta tcaaagctgg tggttctgag cttttgtttg tccaaatgca 3 60 
gcaaacaaag tctatggaga aacaggccaa gctcgccgat aagttgccac caataccttt 420 
tggagaatcc gtgatggact tggttgtaat aggttgtgga cctgctggtc tttcactggc 480 
tgcagaagct gctaagctag ggttgaaagt tggccttatt ggtcctgatc ttccttttac 540 
aaataattat ggtgtgtggg aagacgagtt caaagatctt ggacttgaac gttgtatcga 600 
gcatgcttgg aaggacacca tcgtatatct tgataatgat gctcctgtcc ttattggtcg 660 
tgcatatgga cgagttagtc gacatttgct acatgaggag ttgctgaaaa ggtgtgtgga 72 0 
gtcaggtgta tcatatctgg attctaaagt ggaaaggatc actgaagctg gtgatggcca 780 
tagccttgta gtttgtgaaa atgagatctt tatcccttgc aggcttgcta ctgttgcatc 840 
tggagcagct tcagggaaac ttttggagta tgaagtaggt ggccctcgtg tttgtgtcca 900 
aaccgcttat ggggtggagg ttgaggtgga gaacaatcca tacgatccca acttaatggt 960 
attcatggac tacagagact atatgcaaca gaaattacag tgctcggaag aagaatatcc 1020 
aacatttctc tatgtcatgc ccatgtcgcc aacaagactt ttttttgagg aaacctgttt 1080 
ggcctcaaaa gatgccatgc cattcgatct actgaagaga aaactgatgt cacgattgaa 1140 
gactctgggt atccaagtta caaaagttta tgaagaggaa tggtcatata ttcctgttgg 12 00 
tggttcttta ccaaacacag agcaaaagaa cctagcattt ggtgctgcag caagcatggt 12 60 
gcatccagca acaggctatt cggttgtacg gtcactgtca gaagctccaa aatatgcttc 1320 
tgtaattgca aagattttga agcaagataa ctctgcgtat gtggtttctg gacaaagtag 13 80 
tgcagtaaac atttcaatgc aagcatggag cagtctttgg ccaaaggagc gaaaacgtca 1440 
aagagcattc tttctttttg gattagagct tattgtgcag ctagatattg aagcaaccag 1500 
aacattcttt agaaccttct tccgcttgcc aacttggatg tggtggggtt tccttgggtc 1560 
ttcactatca tctttcgatc tcgtcttgtt ttccatgtac atgtttgttt tggcgccaaa 1620 
cagcatgagg atgtcacttg tgagacattt gctttcagat ccttctggtg cagttatggt 1680 
aagagcttac ctcgaaaggt agtctcatct attattaaac tctagtgttt caccaaataa 1740 
atgaggatcc ttcgaatgtg tatatgatca tctctatgta tatcctgtac tctaatctca 1800 
taaagtaaat gccgggtttg atattgttgt gtcaaaccgg ccaatgatat aaagtaaatt 1860 
tattgataca aaagtagttt ttttttttaa aaaa 1894 
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